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MMKVLLKGQTLLALMI SLVASLSSFLLFLLSVIMSHQFYSVQHIQQTQNQREHMLLHRLKQLQAMELQRTVI
LQL IMGKDLARRLSGFRALVNANKLKTEQNSNL

NTDB id 380170 FXN57 RS09685 WP 262404481.1 ..............MISVALSSFLFLVIMQFYSQHQQQNREMLLRLQLQMELQRVIQLMGKDLARSGFRAVNNKLKQNNL 66
NTDB id 1351 HI 0939 AAC22603.1 MMKVLLKGQTLLALMISLSLSSLLLLSISHFYVQIQTQNQHMLLHLKLQAELQRTLQLIGKDLRRLGFRALNAKLTESNL 80
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NTDB id 380170 FXN57 RS09685 WP 262404481.1 ALFEQENMPSAVTIAQMNGEKNNSCVLFFYDLDANGCIGGNYKGDTCVVNGRNSTKEIERELFGYRLNQNMLETRLTYKS 146
NTDB id 1351 HI 0939 AAC22603.1 SLFELDEQGTAIFISQEDNAPPNSCVLFFYDLNKNGCIGKGS.PKTCMKKGKNTSKSSTEELFGYKVSNKMIKTKLTYQS 159
consensus !!! * **!* ! ! **!!!!!!!!!! !!!!! ** !!* !*!**! !!!!!** * !* !*!!! !

logo

A
V
I
V
K
P
Q
TNCTAQEETCKRRAYFTQQSTACHNAHGGGWAVDLLDENKNEYE I STQRLQSFDNWL ISEGQKGI

LE IKRLKSGNRFLKQHTKPNQI ESYETSLMI
VVPVLLWNGQKTK

NTDB id 380170 FXN57 RS09685 WP 262404481.1 AVKQNCTQEECRRYTQQSACHH.GGWVDLLDEKEYEISQLSFDWLSEQKGIEIRLSGRFKQHKQIEYETSMIVPLLNGTK 225
NTDB id 1351 HI 0939 AAC22603.1 VIPTNCTAETCKRAFQQTACNAGGGWADLLDNNEYEITRLQFNWLIEGKGLEIKLKGNLKQTPNISYETSLVVVLWNQK. 238
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