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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQA....ESVQFLEPKNGGGSGSGGYNEGN....SGGGQYFGGGQNDNPFGGNQNNQRR 145
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG.APYDEGYGQS.........QEAYQRPAQQSRQ..PA 140
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG.APYEEGYGQS.........QEAYQRPAQQSRQ..PA 140
NTDB id 37956 DEBA RS05520 WP 013257928.1 EGRLQTRSWDDQSGQKRWMTEVVA....REVQFLGGGQQGGQG.GGYG.GQQ....GG....QGGGYGGGYGQQQ...GG 141
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQG.GM...NVPAQ....QGSWGQPQQPAKQHQ.. 149
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDF.GGNQ.GSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
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NTDB id 113 BSU 40900 NP 391970.1 N........QGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 37956 DEBA RS05520 WP 013257928.1 H................PDDGFG.GPPPSDDDIPF 159
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQQSA.......PQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NATRPQ.......PAQKPAAQAEPPMDNFDDDIPF 180
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