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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQS...GEREADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 379371 GmarT RS06330 WP 002647595.1 ..MASFNKVILVGNLTRDPQVRYTPGGSAVAEIGLAVNRSWFDKNSNSRKEETTFVDVTLWGRTAEVASEYLTKGRSVLI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQ.RVFVTEVQA....ESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQND....NPFGG...... 138
NTDB id 379371 GmarT RS06330 WP 002647595.1 EGRLQLDQWDDKESGQKRSKLKVVG....ENMTMLGGKGESGG..........GGGAPSGGGGGYASRGN...A...... 135
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQ.DRYSTEVVVQGYNGIMQMLGGRAQQ.G..........GM..PAQGGMNVPAQQGSWGQPQQ... 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGI.ERTAYDIVA....NEMKMLGGRNENSG..........GA..PYEEGYGQS..QEAYQRPAQQSR 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGI.ERTAYDIVA....NEMKMLGGRNENSG..........GA..PYDEGYGQS..QEAYQRPAQQSR 137
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NTDB id 113 BSU 40900 NP 391970.1 .....NQNNQR.RNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 379371 GmarT RS06330 WP 002647595.1 .PSQGGGSS.....PADSFYD......DTPGGIPDDDVPF 163
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .PAKQHQPMQQ...SAPQQYSQ..PQYNEPPMDFDDDIPF 177
NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPSHPQEAPAAPRR.QP..VPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAPDAPSHPQEAPAAPRR.QP..VPAAAPVEDIDDDIPF 174
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