logo

NTDB id 37899 MSA RS02165 WP 000912307.1
NTDB id 481 STER RS07730 WP 002951673.1
NTDB id 473 HSISS4 RS07770 WP 021143710.1
consensus

logo

NTDB id 37899 MSA RS02165 WP 000912307.1
NTDB id 481 STER RS07730 WP 002951673.1
NTDB id 473 HSISS4 RSO07770 WP 021143710.1
consensus

logo

NTDB id 37899 MSA RS02165 WP 000912307.1
NTDB id 481 STER RS07730 WP 002951673.1
NTDB id 473 HSISS4 RSO07770 WP 021143710.1
consensus

VT R EEVADELVL LTI Ve 0 Rk o PEL

MLK ENVTGGYWNIPVLK FEVIDGELVGLIGLNGAGKSTTINEIIG LI#PY[NGIIGIDG LD[NIARYRINKIG IPETPSL
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL

B A 0 SR 4

YEELTLREHLETVEIMAY]Y EYSSEMARANKISLI® FRLEy KLDWFPREBIFSKGMKQKVMIICAF VBJPSLFIVDEPFLGLDPLAISD
YEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD
YEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD

L AERNCRS L STEOLDRAER DRFV it Aerk DsshstlDNY oL s

LINLLAEEKAKGKSILMSTHVLDSAEKMCDRFVILH G IRANYGTLEELRERNFGDSRIANLND I YRRAL TK)XN N 241
LIELLAEEKAfGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGT ELRQTFGDSSASLNDIYMQLTKGELS 243
LIELLAEEKAKGK ILMSTHVLDSAEKMCDRFVILHHGQ LAQGTLEELRQTFGDDSASLNDIYMQLTKGELS 243

X non conserved
B similar
> 50% conserved

170
170
170



