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MSKTI INAGSSSLKWQLYJBMPEEKV AKG IERIGIRZWD ISTVKF [eena MLIIWDHT@AVKILL DLgy B{YIIKB EITG
MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG
MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG

VA SR A TSR e

VGHRVVAGGIRYFISESALVDPJRWV INVEEL ELAPLHNIJABMAAGIRAF IRILPDITSV{MVFDTAFHTTM{MR:4{YI§YP P KY T
VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE
VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE

o BT T D

MUVRKYGAHGTSHNYVAREAAKNLY P ERLKLITEHWGNGVS TANRE:IGS DTSMGFTPL GIgMMGTR GD DPA IPYLJJIN
NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN
NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN

e Rt 'AYeAvLN UL B

D)y MRV (B AN)Y SGLLG S{E§SEIDMR IEA |HN 14 IENAJLAYN|FIDRIIKIGIGYIMAVIENGEADATI FTAG GENLYgH
TEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAVMNGVDAIVFTAGIGENDAHI
TEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAVMNGVDAIVFTAGIGENDAHI
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R[] pEXGASIWIGEY  DIFEKNEge| GINI |98y KVKVLVIPTDEEL IARDVERLKEIK 397
RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK 399
RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK 399

X non conserved
B similar
>50% conserved
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