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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 378659 PSYTB RS08965 WP 010202203.1 MRTGMIALASGLVALRFLPALPPTWLLLLMPILALMLLPFRT............YPLALFLLGFTWACVSAQWALNDRLV 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRW............RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERW 127
consensus **!***** ! ! *!!** ****!!*** ! * ***! !*!**!!!* !****!*!!

logo

Q
R
M
L
T
A
A
L
V

K
RLKRPAHSSGMLMVNPDGSGAFDGYEYAAWMLLADQRDRVIRGAATGYTI

V
K
V
Y

A
D
TGEKQLRAILARTENPAALMGEADAGSGVGLARSRSVEGRALWRADALR I

L
VRRQHRLLTAAVDELPAEHQARGYREA

NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 378659 PSYTB RS08965 WP 010202203.1 RMAVKLKRPAGLVNPDAFDYEAWLLAQRIGATGTVVDGQLLTP..............ARGALRDLIRQRLLAVDAQ.GRE 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 378659 PSYTB RS08965 WP 010202203.1 GGLAALVLGDGSGLSSTDWQVLQDTGTVHLLVISGQHIGLLAGVIYALVA.......GLARWGLWPR..ALPWLPWACAL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIWPQ..RLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 378659 PSYTB RS08965 WP 010202203.1 AFIAALGYGLLAGFEVPVRRACVMVAMVLLWRLRFRHLGVVWPLLLSFNAVLIFEPLVTLQPGFWLSFAAVGILVLIFSG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 378659 PSYTB RS08965 WP 010202203.1 .......RLG.......AWNWWQSWTRAQWLIAIGLLPVLLALNLPISLSGPFANLLAVPWVSLIVLPPALLGTLLLPVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......RLG.......VPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 378659 PSYTB RS08965 WP 010202203.1 VVGEGLLWLAGGALEWLFMFLGW.VAAVLPAWLPSAMPGWAWLLSLLGAFILLLPKGVP...MRPLGWPLLLLCVFPPLD 485
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLAL.IAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 378659 PSYTB RS08965 WP 010202203.1 SVPAGQVEVLQLDVGQGLAILLRTRNHTLLYDAGPRFGEF.DIGQRVVVPAMRKAGVRHLDLMLISHADSDHAGGAAAVH 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 378659 PSYTB RS08965 WP 010202203.1 QAFPVDRVLGGELAR.......LAPQLDARLCESDARWEWDGVVFSTWRWEQGP......DGNPASCMLSVDAGGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWPQAT......NGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 378659 PSYTB RS08965 WP 010202203.1 SAELGAVSLRLG..TFGTPQAERAQRRFWRD.................. 738
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