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NTDB id 378591 FSZ17 RS15965 WP 057771553.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
consensus * * *

logo

FDI SPDSPRGWAQKPLNCLELEPEKDQLCLLRRYGLAVFVPHVQRELETEGHNKRLVWLALMVDKDEPNRNI
L
L
TACLDEDI FVARFLAMLK

T
H
R
KGLNK

Y
E
Q
I
V
A
EPAVVAIATESADAE I

L
K
T
K
YL ILNALS

NTDB id 1384 A4U84 RS08525 WP 010787006.1 FDISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFM.TH....KQIEPVVIASDELKYLLNALS 89
NTDB id 1028 TT RS08215 WP 011173991.1 ....PDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLI.... 471
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 PEQQPIYEESELAFVEQ..........EQEQLNLN.DPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLY 158
NTDB id 1028 TT RS08215 WP 011173991.1 ...ERFYGKAELSEIAKEFAKKQAEEEVPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPY 548
NTDB id 378591 FSZ17 RS15965 WP 057771553.1 ...................................MNIIEKLAERIIKDAVRNQASDIHIVPRRKDTLIQLRLANKLIPR 45
NTDB id 96 BSU 24730 NP 390353.1 ...................................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKK 45
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 KSLSIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNP 238
NTDB id 1028 TT RS08215 WP 011173991.1 STLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREG.AIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAP 627
NTDB id 378591 FSZ17 RS15965 WP 057771553.1 LYLPKEECDRLISHFKFTASMDIGEKRRPQSGAYSYSVD.GQMIGLRLSTLPSSHNESLVIRILPQQ.EQIPFFQISLFP 123
NTDB id 96 BSU 24730 NP 390353.1 RDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLTLKLK.EGNVHLRMSTLPTINEESLVIRVMPQY.NIPSIDKLSLFP 123
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 QQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTF 317
NTDB id 1028 TT RS08215 WP 011173991.1 GVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIA.TPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAF 706
NTDB id 378591 FSZ17 RS15965 WP 057771553.1 AMTRKMLALLKHAHGLIIFTGPTGSGKTTTLYSLLNETSHMFNRNIITLEDPIEKDNDLVLQVQVNEKAGVSYAAGLKAI 203
NTDB id 96 BSU 24730 NP 390353.1 KTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAI 203
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRG 397
NTDB id 1028 TT RS08215 WP 011173991.1 LRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKV 786
NTDB id 378591 FSZ17 RS15965 WP 057771553.1 LRHDPDIIMVGEIRDAETAKIAVRAALTGHLVLSTMHTRDAKGAIYRLNEFGVNWLEIEQTLVAVTAQRLVELRCPFCQG 283
NTDB id 96 BSU 24730 NP 390353.1 LRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCEN 283
consensus !!*!!!*!**!!!!!*!*!**!**!**!!!!!****!! !!**!**!!***!** **!*********!!!!***!**!**

logo

G
V
E
G
V
C
C
K
S
S
P
V
D
E
F
P
Y

E
C
R
T
Y
S
Q
G
S
Y

G
R
Y

N
R
L
R
T
W

G
K
RR I

L
A
G
S
L
V
F
S
Y
EAE IQGAR

ELYLAKYGKMRAGNCLENQARQACGILMGSMQRTETGYAKKGEFNRDKQHKTYSAI
K
N
Y

H
L
V
Y

D
Q
E
F
L
Y
Q
S
L
S
V
T
V
L
D
K
R
E
Q
D
E
I
S
V

A
IKRHQKAKGI EVAAQLQGKLYI

L
S
T

A
K
N
T

E
T
E
N
S
T

E
I
N

K
Y
D
E
I
V
R
A
DRRV

NTDB id 1384 A4U84 RS08525 WP 010787006.1 VGC.DECYQGY.RGRIGVY................QCLSRTAKKFDKQTAYLDFSSLRESAKQKIEQQLTNET..EVDRV 457
NTDB id 1028 TT RS08215 WP 011173991.1 EVKPDPET....LRRLGLSEAEIQGARLYKGMGCERCGGTGYKGR...YAIHELLVVDDEIRHAIVAGKSATEIKEIARR 859
NTDB id 378591 FSZ17 RS15965 WP 057771553.1 ECSP.FCYSYGRWKRASVF.......ELLAGRALNAAM.MGAKGE...KSKVEYLTLKDVIKKGIALGYIKESEYER... 348
NTDB id 96 BSU 24730 NP 390353.1 GCSSVYCRQSRNTRRASVY.......ELLYGKNLQQCI.QEAKGN...HANYQYQTLRQIIRKGIALGYLTTNNYDR... 349
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LGYE.......................... 461
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