
logo MLASKMRWDE I
VQRTPDKQDEKVEKQSLATEGQRLGHITPLAVASLLVKMRGFYDTADEKSARSLSFLHNGTKDADVFHYDPFYELLMKDGMEKEKAAVDQRIKQAI SDQQEKIMI

NTDB id 37848 BALI RS14610 WP 020452412.1 MLASKMRWDVQTPDKEKVEQLAGRLGITPLAASLLVMRGYDTADKASSFLNGKDAVFHDPYLLKDMEKAVQRIKQAISDQEKIMI 85
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
consensus !!!!!!!!**! !! *!! ! !*!!!! !!!!! !!*!!!* ! !!* !!! !*!!* *! ! ! !!!!!!! !!!!!!

logo YGDYDADGVTSTSTVLMLHQMTLKQKCLSAQAVDFYIPDRFKEGYGPNEAQAFRGS IKERSGFYSL I ITVDTGIAAVHEAEKVAKELGLVDLVI ITDHH
NTDB id 37848 BALI RS14610 WP 020452412.1 YGDYDADGVTSTTVLLQMLKKCSAQADFYIPDRFKEGYGPNEAAFRGIKESGYSLIITVDTGIAAVHEAEVAKELGVDLIITDHH 170
NTDB id 354 BSU 27620 NP 390640.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
consensus !!!!!!!!!!!!*!*!* ! !*!!! !!!!!!!!!!!!!!!! !!! !!! !*!!!!!!!!!!!!!!!! !!!!!!*!*!!!!!!

logo EPGPEVLPDAVRYAI IVHPKQPGCGTYPFKELAGVGVAFKLAHALLNGELPDEDELLDLACAIGTIADLVPLHDENRLQIAKTLRGLMEQRFLRRTKNRLPG
NTDB id 37848 BALI RS14610 WP 020452412.1 EPGPVLPDAYAIIHPKQPGCGYPFKELAGVGVAFKLAHALNGELPEDLLDLCAIGTIADLVPLHDENRQIAKRGMEQFRRTKRPG 255
NTDB id 354 BSU 27620 NP 390640.1 EPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
consensus !!!! !!! !!*!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!**!!!!*!!!!!!!!!!!!!!!! !! !*! !!! !*!
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NTDB id 37848 BALI RS14610 WP 020452412.1 LKALTKIAGAEIHSADEETIGFQIAPRLNAVGRIEQADPAVYLLNTEDETEAEELAEDINALNKERQKIVNQMTEEAVQMIEEEG 340
NTDB id 354 BSU 27620 NP 390640.1 LKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQG 340
consensus !! ! !* !**!* ! !!!*!!!*!!!!!!!!!!!!!!!!!*!! *!! !!!!!! *! !!!!!!!*! !!*!!* !*! !

logo LDQPTAVIVAVAKRAPGWNPGVVGIVASKLVDERFYYRPAIVLGIDEEKGIAKGSARS IKRGFDNLFEQNSLSECRDI LPHFGGHPMAAGMTLKNALE
NTDB id 37848 BALI RS14610 WP 020452412.1 LDQPVIVAARPGWNPGVVGIVASKLVERYYRPAIVLGIDEEKGIAKGSARSIKGFDLFQNLSECRDILPHFGGHPMAAGMTLNLE 425
NTDB id 354 BSU 27620 NP 390640.1 LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFESLSECRDILPHFGGHPMAAGMTLKAE 425
consensus !!!* !! !**!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!*!! !! !!!!!!!!!!!!!!!!!!!!!! !
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NTDB id 37848 BALI RS14610 WP 020452412.1 DVSALRERINRQAEAVLTEEDFIPVQDVDLCCRLEDITVDSIAEMNMLAPFGTGNPKPFVLVSDVKIDDSRKIGANKNHLKLVLA 510
NTDB id 354 BSU 27620 NP 390640.1 DVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMTIR 510
consensus !!* !! !*! !* !!!!!!!!!!*!!!*! *!!!!!*!!!!!!!! !!! !!!!*!!! **! !!!!!!! !*!* *
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NTDB id 37848 BALI RS14610 WP 020452412.1 DGENKLDCIGFYKGAIEDGIVPGAKISIVGELSINEWNNRKKPQLMIKDAAVNEWQLFDLRGKRSWEEKILQLDPAKRACICFRE 595
NTDB id 354 BSU 27620 NP 390640.1 NESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKE 595
consensus !!!*!! !! * *!!!!! *!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!!* * !**!!!!***!*!
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NTDB id 37848 BALI RS14610 WP 020452412.1 ETKAKLAGTGLEEELTVISGPEEAERLDLESRYAVFIDIPPSLDIFDQVIKGKKLERIYLIFYQSDEHFFSTFPTREYFKWYYAF 680
NTDB id 354 BSU 27620 NP 390640.1 DSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAF 680
consensus ** ! ! !**!!! ** ! !!* ! ! *!*!!!!!* ** !! *!!!! !! ****!! !!!! !**!!!!!!!

logo LLKRGASFDLVKPKHYGGSELAKRHKGWSTKVDETIDNFMTKVFFDELGFVKTI ENGVLSVVSYGHAEKKRRDLTDSEQTYQRAEKQQRL IMELDEQKL INYSSAEGEL
NTDB id 37848 BALI RS14610 WP 020452412.1 LLKRGSFDLPKYGGELARHKGWTKDTIDFMTKVFFELGFVTIENGVLSVVYHAERRDLTDSETYREKQRLIELEQKLIYSSAGEL 765
NTDB id 354 BSU 27620 NP 390640.1 LLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEEL 765
consensus !!!!! !!**!*! !!!*!!!!* *!! !!!!!!!*!!!! !!!!!!!!! *! *!!!!!! !! !! !*!!*!!! !!!! !!

logo KEQWLDNKLRMAKEQDNASEVAYEKSVTRRT
NTDB id 37848 BALI RS14610 WP 020452412.1 KQWLDKRMAENAVAYKV.... 782
NTDB id 354 BSU 27620 NP 390640.1 KEWLNKLMKQDSEAYESTRRT 786
consensus ! !! ! ! !! ****
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