
logo MASKNQKPKKTVLPPQHQNTQQRPGFLEYLMDPRPVFDKRPKKRAEKRKLAEGKTAI ITGGDSGIGRAVSVLFAKEGANI
VVIVYLNEHQRDAEETKGQY

NTDB id 37827 BALI RS06055 WP 020450827.1 MSKQPKKVLPPQHQTQRPGLEYLMDPRPVFDRPKRERKLAGKTAIITGGDSGIGRAVSVLFAKEGANIVIVYLNEHRDAEETKGY 85
NTDB id 122 BSU 10400 NP 388921.1 MANQKKKTLPPQHQNQQPGFEYLMDPRPVFDKPKKAKKLEGKTAIITGGDSGIGRAVSVLFAKEGANVVIVYLNEHQDAEETKQY 85
consensus ! !*!! !!!!!! ! !! !!!!!!!!!!!*!!* *!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!! !

logo VEKEGVGKCKLL IAGDI
VGDEAFCNDI

VVGRQAKSEQAVFPSTIDI LVNNAAEQHPVQKPGS I EKITSHQL IRTFQTNI FSMFYLTKAVLPHLKKGS
NTDB id 37827 BALI RS06055 WP 020450827.1 VEKEGVGCKLIAGDIGDEAFCNDIVRQAKEAFPTIDILVNNAAEQHPQKGIEKITSHQLIRTFQTNIFSMFYLTKAVLPHLKKGS 170
NTDB id 122 BSU 10400 NP 388921.1 VEKEGVKCLLIAGDVGDEAFCNDVVGQASQVFPSIDILVNNAAEQHVQPSIEKITSHQLIRTFQTNIFSMFYLTKAVLPHLKKGS 170
consensus !!!!!! ! !!!!!*!!!!!!!!*! !! !!*!!!!!!!!!!!!*!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo S I INTATS ITAYAKGNEKRTL IDYSASTKGAITVSTFTRSLASLQSLVDQQGIRVNAGVAPGP IWTPL IPASSTFATAEKRDEVE I
VFGSDTTVPMERPGQPAVEV

NTDB id 37827 BALI RS06055 WP 020450827.1 SIINTTSITAYAGNERLIDYSSTKGAITSFTRSLALSLVDQGIRVNGVAPGPIWTPLIPSTFTEREVEIFGSTTPMERPGQPAEV 255
NTDB id 122 BSU 10400 NP 388921.1 SIINTASITAYKGNKTLIDYSATKGAIVTFTRSLSQSLVQQGIRVNAVAPGPIWTPLIPASFAAKDVEVFGSDVPMERPGQPVEV 255
consensus !!!!! !!!!! !! !!!!! !!!!! *!!!!! !!! !!!!!!*!!!!!!!!!!!! *! **!!*!!! !!!!!!!! !!

logo APSYLFYLASDDSSTYMVTGQTVI
LHVNGGTI IVNG

NTDB id 37827 BALI RS06055 WP 020450827.1 APSYLFLASDDSSYMTGQVLHVNGGTIING 285
NTDB id 122 BSU 10400 NP 388921.1 APSYLYLASDDSTYVTGQTIHVNGGTIVNG 285
consensus !!!!!*!!!!!!*!*!!! *!!!!!!!*!!
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