
logo MMGSLVAKVFI LTVIRHKYGTSSRSAI
L
T
S
A
H
M
V
IGMIVENSVQAQPSTLP I

VSTI
VEVNHVILADSGQNGKSVMLPSGLYFAHTI

M
LVGLAPDEANKTESATI

VKEASSQRKHDRI
V
S
RASAI

L
K
Q
V
M
INVASGNRQYFDQKELYFPGCAKRKR ITI

VNMLGAPANDLRPKTESGSGAGR
NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 37808 HSERO RS00405 WP 013232165.1 MSLAVLRSRALAGMNAPPVTVEVHLANGLPSFAIVGLPEAEVKEARDRVRAALQNARFEFPARRITVNLAPADLPKESGR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIR.....AREEGFKGIILPKQNTREAAIVNDLEV 153
NTDB id 37808 HSERO RS00405 WP 013232165.1 FDLAIALGILAASQQIPGDRLDDYEYAGELSLSGQLLPIRGALAMTCAMQHGASADERRRAFILPAANADEAALVTQAEI 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVL......AAHKDNQHLIIANANAAEASLTGHQKV 154
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVL......AAHKDNQHLIIANANAAEASLTGHQKV 154
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAAL......AANQVERCLVVPHSNGDQAALVGVERH 154
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAAL......AANKKQRHLVVPHANGDQAALVGKEQH 154
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAIL......AAQKSKRELIIAKQNANEASLVSDQNT 154
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVL......AASKAKREIIVPQQNANEVSLVSNTQT 154
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YGVENIKEVIDFFNENCPLEPTKVN.TREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAK 232
NTDB id 37808 HSERO RS00405 WP 013232165.1 VPARSLLEVCAHFTSRDESTRLARHRPQ...QDALAPVYPDFSEIKGQLLARRAMEVAAAGRHSMLLVGPPGAGKSMLAT 237
NTDB id 1271 LPP RS03220 WP 011213198.1 FTANNLREVCDYLCQGTSLQSLP.PKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAK 229
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FTANNLREVCDYLCQGTSLQSLP.PKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAK 229
NTDB id 1153 A1552VC RS00115 WP 000521788.1 KSAQSLLEVCADLCGQQTLSLFQ.SSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLAS 229
NTDB id 1397 DSB67 RS15690 WP 005535577.1 KSAQSLLEVCAELCGQHQLNLYQ.TPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLAS 229
NTDB id 1349 HI 1117 AAC22771.1 YFAQTLLDVVQFLNGQEKLPLAT.EIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLAS 233
NTDB id 1387 A4U84 RS06900 WP 020457569.1 YCASTLLQVVNFLNNRDQLPIAQ.QLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLAS 232
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFK 312
NTDB id 37808 HSERO RS00405 WP 013232165.1 RFPGILPPMTEAEALESAAVRSLTGG.FD.PARWRQRPFRAPHHTASAVALVGGGSPPRPGEISLAHHGVLFLDEIAEYR 315
NTDB id 1271 LPP RS03220 WP 011213198.1 RFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFN 308
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFN 308
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RLCDLLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFE 308
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RLCDLLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFD 308
NTDB id 1349 HI 1117 AAC22771.1 RLTGLLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFE 312
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RLADLLPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFE 311
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDIHIEV 391
NTDB id 37808 HSERO RS00405 WP 013232165.1 RSVLEVLRQPMESGQITISRAARQADFPARFQLLAAMNPCPCGYHGQASGQCRCSPEMVRRYQQRLSGPLLDRIDMQLQV 395
NTDB id 1271 LPP RS03220 WP 011213198.1 RQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTI 388
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTI 388
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMSIEI 386
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMSLEI 386
NTDB id 1349 HI 1117 AAC22771.1 RKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSIEV 390
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLSIEV 389
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LS IVARGA
NTDB id 1323 RA0C RS07335 WP 004916218.1 QKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARA 469
NTDB id 37808 HSERO RS00405 WP 013232165.1 AALSPGELAVQ..ASGESTARIAARVAVAFERQISRQGK....PNSALAGAEIDRHCQPGPDAAQLLQTAMLRLGWSARA 469
NTDB id 1271 LPP RS03220 WP 011213198.1 HALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARG 464
NTDB id 1248 GCO85 RS03150 WP 011213198.1 HALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARG 464
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRA 461
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRA 461
NTDB id 1349 HI 1117 AAC22771.1 PLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRA 465
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRA 465
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 37808 HSERO RS00405 WP 013232165.1 YHRVLKLARTMADLAAAEQIDRQHVAEAIQYRRGLSME........ 507
NTDB id 1271 LPP RS03220 WP 011213198.1 YHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 YHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 YHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 YHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 YHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 YHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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