
logo MLKS IG IKYQLR ITTL IPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGL INASTINPEVKAL
NTDB id 37803 LP6 RS09705 WP 010947629.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINPEVKAL 85
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINPEVKAL 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AFYNADGRL IAYRGGKHS IHKPFNPPDYTGDYI ESKQINPFTINF IAP ITIPKFNLYSSTEFKELSTPKI FQADDI LGWLS IDID
NTDB id 37803 LP6 RS09705 WP 010947629.1 AFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADDILGWLSIDID 170
NTDB id 1263 GCO85 RS09730 WP 080450539.1 AFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADDILGWLSIDID 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TQSLL IKRYQML IVTI F ITLFGLLMGLTIHYFLSKR IYMP IARLRRSMKQI LSNEFETE IRVSSPGELGI I EKGCAHLQRQYLNT
NTDB id 37803 LP6 RS09705 WP 010947629.1 TQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGIIEKGCAHLQRQYLNT 255
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGIIEKGCAHLQRQYLNT 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VRDLNHHI E IATADLQQSLELLEEKNI ELSLEKKKTEEKSRQKSEF IANMSHE IRTPMNGVIGFTNVLLESKLDPLQLDYVKTIK
NTDB id 37803 LP6 RS09705 WP 010947629.1 VRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFTNVLLESKLDPLQLDYVKTIK 340
NTDB id 1263 GCO85 RS09730 WP 080450539.1 VRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFTNVLLESKLDPLQLDYVKTIK 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SSAQDLLS I INDI LDFSKIDAGKLNLDC IPLDIRGC IDEVLSLASPNAHKKGIDL IP ITDINVPKMVLGDPLR IKQI I SNLVTNA
NTDB id 37803 LP6 RS09705 WP 010947629.1 SSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITDINVPKMVLGDPLRIKQIISNLVTNA 425
NTDB id 1263 GCO85 RS09730 WP 080450539.1 SSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITDINVPKMVLGDPLRIKQIISNLVTNA 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VKFTDHGYVL IRTKI EQETDKDYTLLFAIATDTGIG I SPEDQTKLFTAFNQADTS ITRRYGGSGLGLVICKKLCEEMHGRI SLTSE
NTDB id 37803 LP6 RS09705 WP 010947629.1 VKFTDHGYVLIRTKIEQETDKDYTLLFAITDTGIGISPEDQTKLFTAFNQADTSITRRYGGSGLGLVICKKLCEEMHGRISLTSE 510
NTDB id 1263 GCO85 RS09730 WP 080450539.1 VKFTDHGYVLIRTKIEQETDKDYTLLFAIADTGIGISPEDQTKLFTAFNQADTSITRRYGGSGLGLVICKKLCEEMHGRISLTSE 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo INKGSTFSAR IKVEKLVAYE I EKNQTHRFAHLKI ICFDDNPLHLEAIGNGLGFWGI EA IRVDSFNKLSR I
TLTKHKDCKIAF INVN

NTDB id 37803 LP6 RS09705 WP 010947629.1 INKGSTFSARIKVEKLVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNGLGFWGIEAIRVDSFNKLSRTLTKHKDCKIAFINVN 595
NTDB id 1263 GCO85 RS09730 WP 080450539.1 INKGSTFSARIKVEKLVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNGLGFWGIEAIRVDSFNKLSRILTKHKDCKIAFINVN 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!



logo QGCERQAAEL IAKHKQIPFVL I SKWP INDFAALGARGFLYKP I S IQKLQDL I ES IANENQTEKNTNQELDTLREQLRFLHPE I L I
NTDB id 37803 LP6 RS09705 WP 010947629.1 QGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISIQKLQDLIESIANENQTEKNTNQELDTLREQLRFLHPEILI 680
NTDB id 1263 GCO85 RS09730 WP 080450539.1 QGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISIQKLQDLIESIANENQTEKNTNQELDTLREQLRFLHPEILI 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFDMI LLDLHMPKLNGLEAAKMIRQKSLMNKHSP IVL ITASSSDLSS I
NTDB id 37803 LP6 RS09705 WP 010947629.1 AEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFDMILLDLHMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSSDLSSI 765
NTDB id 1263 GCO85 RS09730 WP 080450539.1 AEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFDMILLDLHMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSSDLSSI 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DMKKSYGVDFCFQKP IDEKQLL IQI LR IVDKTKHAAIDWQLCVQKVSGNQALAEEFLAKF I EELYKNREEF I EGLMHQKNVKGLADL
NTDB id 37803 LP6 RS09705 WP 010947629.1 DMKKYGVDFCFQKPIDEKQLLIQILRIVDKTKHAAIDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIGLMHQKNVKGLADL 850
NTDB id 1263 GCO85 RS09730 WP 080450539.1 DMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHAAIDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIELMHQKNVKGLADL 850
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!

logo AHKLHGACCFCGVP I LQKRVAQLEKRLARRTANADNLATEAFTDL IQS IDAVI SEYENQYSQ
NTDB id 37803 LP6 RS09705 WP 010947629.1 AHKLHGACCFCGVPILQKRVAQLERLARRTANADNLTEAFTDLIQSIDAVISEYENQYSQ 910
NTDB id 1263 GCO85 RS09730 WP 080450539.1 AHKLHGACCFCGVPILQKRVAQLEKLARRTANADNLAEAFTDLIQSIDAVISEYENQYSQ 910
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!
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