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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGERE..ADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDRE..ADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 378025 FO488 RS17575 WP 149211752.1 ..MASLNKVMLIGNLGKDPEVRYTPSGAAVASFNLATSERFKNK.SGEWEERTEWHRVTLWSKLAEIAGEYLSKGKTVYI 77
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.......GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRN 146
NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDG..ASQNFNSNQSNGSQ.......QSGFTSPQQTGNAP 144
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGD..FGG.NQGSGWNQAPAQT...........NYNQGGYSDNYA 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEMK....MLGGRNENSGGAPYDEGYGQ..SQE...........AYQRPAQQSRQP 139
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEMK....MLGGRNENSGGAPYEEGYGQ..SQE...........AYQRPAQQSRQP 139
NTDB id 378025 FO488 RS17575 WP 149211752.1 EGRLQTRKWQDNSGNERYTTEIVGEKMQMLSPK..GEGRR.GGDVT.....SEPVHG....................... 126
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGMPAQGGMNVPAQQG...........SWGQPQQPAKQH 148
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NTDB id 113 BSU 40900 NP 391970.1 QGNSFND..........DPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 AANNTQA..........DPFANNGQAIDISDDDLPF 170
NTDB id 1390 A4U84 RS00055 WP 021115958.1 QNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSH.PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSH.PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 378025 FO488 RS17575 WP 149211752.1 ...................GGGFEEPPF.QDDDIPF 142
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQQSA.PQQY......SQPQYNEPPMDFDDDIPF 177
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