
logo MI IKNNQTLTL I LGFFGNSLCRTFLLTSENFRKSLFLTALLVLLLSACSGDNSDLVKYINEVKSRPGRP I EP IPKFAPLP I FRFPENDDN
NTDB id 37797 LP6 RS04695 WP 010946665.1 MIIKNNQTLLILGFFGNSLRTLLTSENFRKSLFTALLVLLLSACSGDNSDLVKYINEVKSRPGRPIEPIPKFAPLPIFRFPENDN 85
NTDB id 1256 GCO85 RS04850 WP 011213356.1 MIIKNNQ.TLILGFFGNSLCTFLTSENFRKSLLTALLVLLLSACSGDNSDLVKYINEVKSRPGRPIEPIPKFAPLPIFRFPENDD 84
consensus !!!!!!!* !!!!!!!!!!*! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RRNPFKP IDQKKRNDIYAPDKKRPKQPLESFPLDALKFVGTLKKDNE IWAL IKRQPDGQI SRVRVGDYMGQNYGR I I L IKNDL IKL
NTDB id 37797 LP6 RS04695 WP 010946665.1 RRNPFKPIDQKKRNDIYAPDKKRPKQPLESFPLDALKFVGTLKKDNEIWALIKQPDGQISRVRVGDYMGQNYGRIILIKNDLIKL 170
NTDB id 1256 GCO85 RS04850 WP 011213356.1 RRNPFKPIDQKKRNDIYAPDKKRPKQPLESFPLDALKFVGTLKKDNEIWALIRQPDGQISRVRVGDYMGQNYGRIILIKNDLIKL 169
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EETVQKSGTWEKQSTTINLDTGKQE
NTDB id 37797 LP6 RS04695 WP 010946665.1 EETVQKSGTWEKQSTTINLDTGKQE 195
NTDB id 1256 GCO85 RS04850 WP 011213356.1 EETVQKSGTWEKQSTTINLDTGKQE 194
consensus !!!!!!!!!!!!!!!!!!!!!!!!!
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