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NTDB id 377879 FSB73 RS14785 WP 146783767.1 MAKIKKAFFCNNCGYESPKWLGKCPSCSSWNTFVEEVIQTGAQPSQATWGDYHPAPDSANGEVGTGITPKNRQTRIVTLD 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSH..........SVQT.......VQKPSPIT 63
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG..........E..........KTKPMKLA 60
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG..........E..........KTKPMKLA 60
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG..........E..........KTKPMKLA 60
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG..........E..........KTKPMKLA 60
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG..........E..........KTKPMKLA 60
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG..........E..........KTKPMKLA 60
consensus !!!*!**!*!**!!!*!!!**!*!!*!**!***!!!*************** * ********

logo

Q
S
E
I
V
E
Q
T
T
S
Q
S
I
E
K
N
E
V
P
V
NR I

V
T
Q
KTQSEDLMGPEE I

FNRVLGGGI
VVKPGS ILVLVIAGGEDPGIGKSTLFLLQAVGSALTAQLQSGQSVKSHNGRSTVLYI

VSGEESEVAKQQTIKMLRAADER I
L
D
G
A
I
D

NTDB id 377879 FSB73 RS14785 WP 146783767.1 QIQTQKEVRIQTSDPEINRVLGGGIVPGSIVLVAGEPGIGKSTLFLQAGLALQ..KHRVLYISGEESEQQIKMRAARIDA 158
NTDB id 125 BSU 00870 NP 387968.1 SIETSEEPRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGI 143
NTDB id 509 SM12261 RS00130 WP 078228442.1 EVTSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD 139
NTDB id 279 KZH43 RS00140 WP 074017595.1 EVTSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD 139
NTDB id 238 SPD RS00140 WP 074017595.1 EVTSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD 139
NTDB id 204 SPR RS00140 WP 074017595.1 EVTSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD 139
NTDB id 169 SP RS00155 WP 074017595.1 EVTSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD 139
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EVTSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD 139
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NTDB id 377879 FSB73 RS14785 WP 146783767.1 SNDQFYLLTETVTQEIFKEIRKLRPQVLIVDSIQTLQSNIIESSPGSVSQIRECAAEFQRFAKETGTPVFLIGHITKDGS 238
NTDB id 125 BSU 00870 NP 387968.1 NNPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGS 223
NTDB id 509 SM12261 RS00130 WP 078228442.1 IDSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
NTDB id 279 KZH43 RS00140 WP 074017595.1 IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
NTDB id 238 SPD RS00140 WP 074017595.1 IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
NTDB id 204 SPR RS00140 WP 074017595.1 IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
NTDB id 169 SP RS00155 WP 074017595.1 IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
NTDB id 537 SMSK321 RS07120 WP 080550752.1 IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGT 219
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NTDB id 377879 FSB73 RS14785 WP 146783767.1 IAGPKILEHMVDTVLQFEGDRHYAYRILRTLKNRFGSTAELGIYEMTSTGMRAVSNPSEILITQKTEELSGSAIAASMEG 318
NTDB id 125 BSU 00870 NP 387968.1 IAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEG 303
NTDB id 509 SM12261 RS00130 WP 078228442.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEG 299
NTDB id 279 KZH43 RS00140 WP 074017595.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEG 299
NTDB id 238 SPD RS00140 WP 074017595.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEG 299
NTDB id 204 SPR RS00140 WP 074017595.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEG 299
NTDB id 169 SP RS00155 WP 074017595.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEG 299
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEG 299
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NTDB id 377879 FSB73 RS14785 WP 146783767.1 MRPLLMEVQALVTQSVYGTPQRTVSGFDLRRLQLLLAVLEKRGGFLFGMKDVFINIAGGLKVEDSSIDLAVISALLSSYE 398
NTDB id 125 BSU 00870 NP 387968.1 TRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFR 383
NTDB id 509 SM12261 RS00130 WP 078228442.1 TRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYK 379
NTDB id 279 KZH43 RS00140 WP 074017595.1 TRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYK 379
NTDB id 238 SPD RS00140 WP 074017595.1 TRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYK 379
NTDB id 204 SPR RS00140 WP 074017595.1 TRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYK 379
NTDB id 169 SP RS00155 WP 074017595.1 TRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYK 379
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYK 379
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NTDB id 377879 FSB73 RS14785 WP 146783767.1 DKPLPPTICFAGEVGLNGEIRAVNRIEQRVAEAEKLGFDQIIVSKYNKKGFAAEAKGIKVTALGKVEELYDLLFRD 474
NTDB id 125 BSU 00870 NP 387968.1 DTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTK.PKGIEVIGVANVAEALRTSLGG 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 DKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITP.PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 DKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL.PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 DKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL.PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 DKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL.PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 DKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL.PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 DKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITP.PMEIQVIGVTTIQEVLKKVFA. 453
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