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NTDB id 377862 FRZ59 RS05035 WP 132128219.1 MNRAVKTRTAYFCQSCGYESAKWLGKCPSCESWNSFAEEVIVKGNGKQAGA.KTGVNRVNQPVKISEIEFSPQYRISTAD 79
NTDB id 125 BSU 00870 NP 387968.1 ...MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIETSEEPRVKTQL 77
NTDB id 279 KZH43 RS00140 WP 074017595.1 ...MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEM 74
NTDB id 238 SPD RS00140 WP 074017595.1 ...MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEM 74
NTDB id 204 SPR RS00140 WP 074017595.1 ...MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEM 74
NTDB id 169 SP RS00155 WP 074017595.1 ...MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEM 74
NTDB id 509 SM12261 RS00130 WP 078228442.1 ...MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEM 74
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ...MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEM 74
consensus **!******!!*!!!*!*!**!*!!*!**!****!!**************** ***!************!**!**

logo

A
G
EELFDNRVLGGGI

VVKPGSLVLLIGGEDPGIGKSTLLLQVASAMTQLPSGQSVSLNGKSTI
VLYI

VSGEESQVAKQQTIRKLRADNERLQGPDLNQNEDTSAKPDE
NTDB id 377862 FRZ59 RS05035 WP 132128219.1 AELDRVLGGGIVPGSLVLLGGEPGIGKSTLLLQVAMQLP...LKILYVSGEESQQQIRLRANRLQPDLNQNEDTSAKPDE 156
NTDB id 125 BSU 00870 NP 387968.1 GEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLG............... 142
NTDB id 279 KZH43 RS00140 WP 074017595.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLG............... 138
NTDB id 238 SPD RS00140 WP 074017595.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLG............... 138
NTDB id 204 SPR RS00140 WP 074017595.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLG............... 138
NTDB id 169 SP RS00155 WP 074017595.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLG............... 138
NTDB id 509 SM12261 RS00130 WP 078228442.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLG............... 138
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLG............... 138
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NTDB id 377862 FRZ59 RS05035 WP 132128219.1 APPQSGMGASGLYILTETSTQHILKQAEQLEPQLVIIDSVQTLYSAHIESTPGSVSQVRECTAELLRFAKESHIPVFMIG 236
NTDB id 125 BSU 00870 NP 387968.1 ......INNPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVG 216
NTDB id 279 KZH43 RS00140 WP 074017595.1 ......DIDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 238 SPD RS00140 WP 074017595.1 ......DIDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 204 SPR RS00140 WP 074017595.1 ......DIDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 169 SP RS00155 WP 074017595.1 ......DIDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 509 SM12261 RS00130 WP 078228442.1 ......DIDSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ......DIDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
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NTDB id 377862 FRZ59 RS05035 WP 132128219.1 HITKDGLIAGPKILEHMVDTVLQFEGDRHHTYRILRAIKNRFGAAAELGVYEMQGNGMRGVNNPSEVLLSQREEALSGVA 316
NTDB id 125 BSU 00870 NP 387968.1 HVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSS 296
NTDB id 279 KZH43 RS00140 WP 074017595.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSS 292
NTDB id 238 SPD RS00140 WP 074017595.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSS 292
NTDB id 204 SPR RS00140 WP 074017595.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSS 292
NTDB id 169 SP RS00155 WP 074017595.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSS 292
NTDB id 509 SM12261 RS00130 WP 078228442.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSS 292
NTDB id 537 SMSK321 RS07120 WP 080550752.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSS 292
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NTDB id 377862 FRZ59 RS05035 WP 132128219.1 VSVTLEGIRPMLIETQALVSPSVYGTPQRSATGFDSRRMNMLLAVLEKRCGFRLGMKDVFLNITGGIRIDDPAIDLGLVC 396
NTDB id 125 BSU 00870 NP 387968.1 ITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVI 376
NTDB id 279 KZH43 RS00140 WP 074017595.1 IVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAV 372
NTDB id 238 SPD RS00140 WP 074017595.1 IVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAV 372
NTDB id 204 SPR RS00140 WP 074017595.1 IVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAV 372
NTDB id 169 SP RS00155 WP 074017595.1 IVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAV 372
NTDB id 509 SM12261 RS00130 WP 078228442.1 IVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAV 372
NTDB id 537 SMSK321 RS07120 WP 080550752.1 IVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAV 372
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NTDB id 377862 FRZ59 RS05035 WP 132128219.1 SIISSHEDIPLPPHCCFAGEVGLSGEIRAVNRVEQRIAEAEKLGFETLYISRYNRKELNLSRYKIEVIAVGKIEEVIGSL 476
NTDB id 125 BSU 00870 NP 387968.1 SIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKP.KGIEVIGVANVAEALRTS 455
NTDB id 279 KZH43 RS00140 WP 074017595.1 AIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLP.KEIQVIGVTTIQEVLKKV 451
NTDB id 238 SPD RS00140 WP 074017595.1 AIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLP.KEIQVIGVTTIQEVLKKV 451
NTDB id 204 SPR RS00140 WP 074017595.1 AIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLP.KEIQVIGVTTIQEVLKKV 451
NTDB id 169 SP RS00155 WP 074017595.1 AIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLP.KEIQVIGVTTIQEVLKKV 451
NTDB id 509 SM12261 RS00130 WP 078228442.1 AIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPP.KEIQVIGVTTIQEVLKKV 451
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPP.MEIQVIGVTTIQEVLKKV 451
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NTDB id 377862 FRZ59 RS05035 WP 132128219.1 FG. 478
NTDB id 125 BSU 00870 NP 387968.1 LGG 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 FA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 FA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 FA. 453
NTDB id 169 SP RS00155 WP 074017595.1 FA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 FA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FA. 453
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