
logo

MAMSAM
R
S
G
L
VNKVI ILVIGRNLGNQRDPDEMVRTYTMAPSNGDEGAI

VCATNI
L
V
F
T
S
I
L
VATSESTWKRNDRKAMTNTAGQEQRKQRVEKVRTEWHNRVIVTLFMF

Y
G
R
R
K
Q
L
G
AEVIAGEQYLRKKGAGSQKL IVYI

L
V

NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 37780 NWAT RS14955 WP 013221859.1 MASRGVNKVILIGNLGRDPEVRYTASGGAIANVTLATSETWKDKTTAEQQERTEWHRVVFFGRLGEIAGEYLKKGAKIYV 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG..........GAPYEEGYGQSQEAYQRPAQQSRQPASDAPSH 146
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG..........GAPYDEGYGQSQEAYQRPAQQSRQPAPDAPSH 146
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYN..QGGYSDNYAQNNNFNG....G 152
NTDB id 37780 NWAT RS14955 WP 013221859.1 EGRLQTRKWQGQDGQDRYITEIVASEMQMLDRATGGSAPYS..........EDTGMT..TEGAT...........GH..S 135
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.......GMPAQGGMN..VPAQQGSWGQPQQPAKQH..Q 149
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NTDB id 1103 NMB RS07590 WP 002212976.1 PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 37780 NWAT RS14955 WP 013221859.1 PS...RPQSRPSAPPPSSNEDFEDDIPF 160
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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X non conserved

X similar

X ≥ 50% conserved


