
logo ML
INRVVL IVGRLTKRDPVDELRYTPQSNSGTAAVAGTFTSMLAVNRTQFTNAQNSGDEREADF INACVTIWRRKAQSAENVFANFLTGKKGASLAVAGVEDGRLQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 377791 FGL82 RS02245 WP 004899568.1 MINRVVLIGRLTRDVELRYTQSGTAVGTFSLAVNRQFTNQSGEREADFINAVIWRKAAENFANFTGKGALVAVEGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!*!!!!*!**!!!! *!*!!*!!**!!!!*!!!**!*!!!!!!!*!*!!* !!!*!!!**!!*!**!*!!!!!!

logo NYENNQQGQRVFYVTEVQVAVEDSNVFQSFLLEPSKRANTEGTGSTDEGKQSGRQRSAGDQNGAGSTYNQSAENFGTNTPSGSGNDGSQNHQYSFNGGGSEQNQSNNNFNADVDNSGPFAGTSGANPNQNQTNGQTNQRAKRNPSAQTGATNNSEFTANQ
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS..GGYNEGNSGGGQYFGGGQN......DNPFGGNQNNQRRNQGNSFN 152
NTDB id 377791 FGL82 RS02245 WP 004899568.1 NYENNQGQRVYVTEVVVDNFSLLESRAESDKRRAQNGTSATTPSNDNHFGGSESNNNFNAVDPFAGANQNTQKSTATSEA 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNF...NSNQSNGSQQ.......SGFTSPQQTGNAPAANNTQ 150
consensus !!!!*!!!!!*!!!!*******!!** ** * * **** * * **!*** *!** *** ** *** *
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DPFAANDNSGKKQTAEP IDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 DDPFANDG.KPIDISDDDLPF 172
NTDB id 377791 FGL82 RS02245 WP 004899568.1 PNPFAASGKTEIDISDDDLPF 181
NTDB id 624 LCA RS00040 WP 011373726.1 ADPFANNG.QAIDISDDDLPF 170
consensus *!!!* ! !!!!!!!!!!
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X ≥ 50% conserved


