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NTDB id 236 SPD RS10765 WP 000867601.1 MKVN............LDYLGRLFTENELTE..................EERQLAEKLPAMRKEKGKLFCQRCNSTI.LE 49
NTDB id 202 SPR RS10250 WP 000867601.1 MKVN............LDYLGRLFTENELTE..................EERQLAEKLPAMRKEKGKLFCQRCNSTI.LE 49
NTDB id 167 SP RS11275 WP 000867616.1 MKVN............LDYLGRLFTENELTE..................EERQLAEKLPAMRKEKGKLFCQRCNSTI.LE 49
NTDB id 535 SMSK321 RS10515 WP 000867726.1 MKVN............PNYLGRLFTENELTK..................EERQLAEKLPAMRKEKGKLFCQRCDSAI.LD 49
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NTDB id 593 KW2 RS05130 WP 021037147.1 MNLIL...........ENLLGHLLLEKDISAFNNFTDQVN.........NENKLIKIGAMTSVNANKVRCNRCGTIHIKT 60
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NTDB id 277 KZH43 RS10090 WP 000867601.1 IVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLD 282
NTDB id 236 SPD RS10765 WP 000867601.1 IVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLD 282
NTDB id 202 SPR RS10250 WP 000867601.1 IVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLD 282
NTDB id 167 SP RS11275 WP 000867616.1 IVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLD 282
NTDB id 535 SMSK321 RS10515 WP 000867726.1 IVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNRYLE 282
NTDB id 507 SM12261 RS09240 WP 000867722.1 IVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNHCLE 282
NTDB id 377694 FGL73 RS02715 WP 146977985.1 IIDEVDAFPFRDNEMLYFAAEKARKIEGNLIYLTATSTDKLEKDIKKQKLYPLFLPRRFHNFPLVVPKFFWKNKFDKK.. 300
NTDB id 593 KW2 RS05130 WP 021037147.1 IIDEVDAFPFRDNDMLYFALENAKKINGTLLYLTATSTDKLDKQIKKHEIKRLFLPRRFHGHPLVIPMFFWKKTFYKK.. 291
consensus !*!!!!!!!******!**!*****!*******!*!!** *!************ *!*!*!**!!**!***!*********



logo

R
K
K
S
N
C
K
R
I
L
P
SPAKVLKRSWYFLI IVEFEKHQVRNKESTAGRFYPVLFLLI FVAPASSEVIDESKFISKLGQEDEKQAFLKAAKECNQI FILKQGKLEEKQFVPHKNCERKMTIAGSFVHASASEITVDTKEHNSDRKLTEKIQVEKQQAFRKNDRKGQE I

V
L
D
S
T
L
I L IATSTSTI LE

NTDB id 108 BSU 35470 NP 391427.1 RNKIPPAVKRWIEFHVKEGRPVFLFVPSVSILEKAAACFKG..VHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILE 388
NTDB id 277 KZH43 RS10090 WP 000867601.1 KNRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILE 362
NTDB id 236 SPD RS10765 WP 000867601.1 KNRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILE 362
NTDB id 202 SPR RS10250 WP 000867601.1 KNRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILE 362
NTDB id 167 SP RS11275 WP 000867616.1 KNRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILE 362
NTDB id 535 SMSK321 RS10515 WP 000867726.1 KKCLSPKLKSYIEKQRKTGYPLLIFASEIKKGEQLKEILQKEFPHEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILE 362
NTDB id 507 SM12261 RS09240 WP 000867722.1 KSRLSPKLKSYIEKQRKTGYPLLIFASEIKKGEQLKEIIQEQFPNEKIGFVSSITENRLEQVQAFRDRELTILISTTILE 362
NTDB id 377694 FGL73 RS02715 WP 146977985.1 ...........LVEQRNSGFPLLIFAAEIESGQEFAKQLQLKFPKEKIAFVASTTKDRLEIVKAFRNKEITILIATSILE 369
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