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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 377645 FGL77 RS04415 WP 146988516.1 MINRVVLIGRLTRDAELRYTSGGAAVASFTLAVNRQFTNRNGEREADFINCVMWRKSAENFTNFTHKGSLVGIEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!*!!!!*! *!!!!* !!!!**!**!!!!*!!! *!*!!!!!!!!!*!!**!!!**!!**!!!!*!**!!*!!!

logo NYDENAQEQGQRVFYVTEVQVVAEDSNVFQSFLLEPSKRNSTATDTEHQRQGSDTGAGSGSQGNSFSNGSGYNENGNNSQGSGNGFQSQSYFSSGNQGNSAGQFTNDSANPFQGSGTTNPANPPQNQSTNQGNPRRANPSAQSGA
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKN........GGGSGSGGYNEGNSGGGQYF.GGGQNDNPFGG...NQNNQRRNQG 148
NTDB id 377645 FGL77 RS04415 WP 146988516.1 NYDNAEGQRVYVTEVVADNFSLLESRSADEHRQSTGGGQSSGGYNNNNQSNGFSSSNNAFNSAPQSTTNPAPSNGPASSA 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNS....NQSNGSQ..QSGFTS........PQQTGNAPAA 146
consensus !!*!**!!!!*!!!!*******!!*** * ** !*** ***** !***! * **** * **** * *

logo NNSFNTNPQADNDPFANDNGEKQAPS IDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 NSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 377645 FGL77 RS04415 WP 146988516.1 NSNPNDPFANNGESIDISDDDLPF 184
NTDB id 624 LCA RS00040 WP 011373726.1 NNTQADPFANNGQAIDISDDDLPF 170
consensus !* * !!!!!*! !!!!!!!!!!
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