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NTDB id 377629 FGL78 RS05445 WP 146976308.1 MAQLQRDEVPEELTWDLTSIFATDDDWETAYDALHQGAQALKQFVGHVGDSAQTLQAALEADLDLERQLEKVYVYAHQIY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKN 79
consensus * *! ***! !!!!!*!!!!! !!!! !* *! * !!* !!! ! *! ! * ! ! !!!*!!!!*

logo DQDTTNVGQKLYAQAEFYNQASKRAQSANLWYSEQLVSEAFTAYFEQPEFVLMANI
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NTDB id 377629 FGL78 RS05445 WP 146976308.1 DQDTTNQKYAAFNSRAQALWSEVSEATAYFQPEVLNIPEETLANYLK.TAGLQPYQHLFDQILAQKPYTLPAEQEALLAG 159
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
consensus !!!!! ! ** *! !*! *!!! !!! !! * *** !! * * *!! *! ! !* *!!*!** !* ! ! !!!*
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LRKQEGAFYEAI LMYDGSTYEIAQFLQHNTFYAQSTLQSGSHVVKGV
NTDB id 377629 FGL78 RS05445 WP 146976308.1 AGDIFNASENTFGALDNSDMTFGDVHTETGEVVPLTNGLYSLLLESKSRELRQEAFEILYDSYIALQNTFASTLSSHVKG 239
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
consensus !!!!!!** !! !!! !* !* !* !*!!*!!*! * !*!!! !**! !*! *! *! !*!*! !! *!!
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NTDB id 377629 FGL78 RS05445 WP 146976308.1 HNYLAKVRHYRSAREAAILPHSLPTSVFETLRETVDANLPLLHRFVSLRKQVLGVDDVHSYDLYVPLVDEIDFDVTYDKA 319
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALTYEES 318
consensus !!! !!!!!! !!!*!!* ** *! !!***! !*! *!!!!!!** !!! !!!*!*** !!*! !! * ** *!!*
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NTDB id 377629 FGL78 RS05445 WP 146976308.1 KDIVLAALAPLGPDYIAVVKKAFDERWIDVVENKGKRTGAYSSGTYDTNPFILLNWQNNLNNVYTLAHEMGHSVHSYLTR 399
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTR 398
consensus !!* !**! !* !! !!!!!!**!!!!!*!!!! ! !!!!*!*!!!!! ! !**!! !! !!!*!! !!

logo QATQPYHVYGDYP I FLAE IASTTNENS ILLTDETYLLKETNVDKDDPKFTQRAFAYI
VLNHQYLDGFKGTVFRQTQFAEFEDHAWIHEAQDSAASGQVAI LTA

NTDB id 377629 FGL78 RS05445 WP 146976308.1 QAQPYHYGDYPIFLAEIASTTNESLLTDYLLKTNDDPKFQAYVLNQYLDGFKGTVFRQTQFAEFEDWIHEQSAAGVALTA 479
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTA 478
consensus ! !!!*!!!!!!!!!!!!!!!!! *!!* !!! !*! *!!*!!!!!!!!!!!!!!!!!!!* !!! ! ! !!!

logo DAFMNSKTLYYAADLNEQKYYGNLPDKALEFDPDNEYE IAQFYEWAER IPHFYMYNYYVYQYATGEFAAASTTYLADEKR I LVHNGQTEENDGAKEAYKLDTYLKAGASSDY
NTDB id 377629 FGL78 RS05445 WP 146976308.1 DAMSTYYAALNQKYYGPDLFPDEEIAYEWARIPHFYYNYYVYQYATGEAAATTLADRILNQ..NGAEAYKDYLKAGASDY 557
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDY 558
consensus ! ! !! !! !!! * * !! *!! !!!!!! !!!!!!!!!! !!!* !!**!** ** !!! !!!!! !!!



logo PLAEVIGKKQAGVDMTNQATDYLDKAEAFGKVFEDKRLDVEQLETADLLVEVHKGKVHLS
NTDB id 377629 FGL78 RS05445 WP 146976308.1 PLAVIGQAGVDMTQADYLKEAFGVFEKRLDQLTDLLVHK.... 596
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !! !!!!!!* !!! !! !!! !! ! !* * ****
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