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NTDB id 377491 FGL90 RS08865 WP 147657737.1 MITTIITFIIVFGILVIVHEFGHFYFAKRSGILVREFSVGMGPKLFNHRA.NGTTYTIRLLPLGGYVRMAGSEEDEGDEL 79
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
consensus ***!!!!***!***!**!!!!!!*!!!!!!!!!!!!**!!!!!*!*!****!!*!!!!*!!!!!!!!!!!**!!* *!*

logo KPTGTSPVASLYTVLGKSDGKVERR INALSKDKRSQTVLDFQNTGAI
LPLMENVSTATYDLEEDAKLWTI ETGFLEVNLGNEDELTKRTYNEVDHDATI IVESEDGTEVLQR IAP

NTDB id 377491 FGL90 RS08865 WP 147657737.1 KPGTPVSLYVGKSGKVERINASKKSTLFNGIPLEVSATDLEEALWIEGFENGNEDELKRYNVDHDATIIESDGTEVQIAP 159
NTDB id 323 STU RS10650 WP 011225396.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAP 155
NTDB id 291 STER RS01205 WP 011680685.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAP 155
consensus !*!*!*!!**!!*!!!*!!!*!*********!**!*!*!!!**!*!*!***! !*!*!*!!!!!!!*!*!!!!**!!!
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NTDB id 377491 FGL90 RS08865 WP 147657737.1 KDVQFQSATLGHRLMTNFAGPMNNFILAIIVFTMFSFALGGVPSNGNQVKVNDATPIARDAGIKSGDKIVAVNGKSTKTW 239
NTDB id 323 STU RS10650 WP 011225396.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
NTDB id 291 STER RS01205 WP 011680685.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
consensus !!!!*!*!****!!*!!!!!!!!!!!!***!!****!**!!!***************!***!*!*!!*!!!*!******!
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NTDB id 377491 FGL90 RS08865 WP 147657737.1 SKLAAEIQKQGGKK.....TDLTIS.RDGKRQAIQLTPKKETESGNTVGVIGITRYMETDIGSILISGFTQTWSMAVALF 313
NTDB id 323 STU RS10650 WP 011225396.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQ....GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAIL 311
NTDB id 291 STER RS01205 WP 011680685.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQ....GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAIL 311
consensus **!*********!*********!*****!****!***!**** *****!******!********!!***!**!*!**
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MFAQTMTSSAQATSQEGSGLSIGSVI LYDFLLMAGFMLSLINLGIVFNLLIP IPALDGGKI LVLMNFI I EGAIRRKPLSNQNE
NTDB id 377491 FGL90 RS08865 WP 147657737.1 GALWNMVSGHFSLNDLGGPVAIFATTSQATQGGLSGVLYFLAFLSLNLGIVNLLPIPALDGGKILLNFIEGIRRKPLSQN 393
NTDB id 323 STU RS10650 WP 011225396.1 ATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQE 390
NTDB id 291 STER RS01205 WP 011680685.1 ATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQE 390
consensus **!*** ***!!!!*!!!!!!*!****!!***!!***!*****!!*!!!!*!!*!!!!!!!!!!**!*!!*!!!!!!*!*
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NTDB id 377491 FGL90 RS08865 WP 147657737.1 VETAITLVGVAFLLLLMVLVTWNDIERYFIK 424
NTDB id 323 STU RS10650 WP 011225396.1 IESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 IESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
consensus *!**!!!*!!!****!!**!!!!!!*!*!*
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X ≥ 50% conserved


