
logo MFKI FLKRLNTAGKDEW
Y
A
G
M
Y
I
V
G
L
I
LSTALF IACLAQVWLMDELEKI

TPEGYMS
T
K
NITRTALLEQTKPGTTATGSDI LMDPGSKMI

L
L
M
F
Y
A
S
F
V
G
LSFLFMSAS IV I

LVGFYFLAAS
NTDB id 377476 FGL90 RS02105 WP 147656652.1 MFKILKRLTGKDYAYIGISTLFIALQVWLELEIPGYMTKITRALETPGTTTGDILDPGSKMILYAVLSLFSSIIVGYFAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus !!!! !!! *!*** * *!! !!*! !!**! ! !!* !! ! !*!!! !!*!!!!!!*** ! ! **!!* !
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NTDB id 377476 FGL90 RS02105 WP 147656652.1 RVAGGFAARLRKELYDQVLDYSTQDITQFSVPSLLTRSTNDITQLQMFIAIGMQVMIKAPITAVWAMTKIAGKGWQWSTA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! !* ! !!! *** !*!!! *! !!*!!!!!!*!!!*!!!!* ! *!!!!* **!! !!!!*!!! !! !* !
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NTDB id 377476 FGL90 RS02105 WP 147656652.1 TAVAVVALIVMLAVILTLVQPRFKIVQRLTDRLNLVTRENLNGIRVVHAYNAEKFQNDKFDKANNDLTDTNMFALRALAL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus *!!!* * *!! !** * !! * !! !!! !! !!! ! !*!!!*!!!!! *! !! * ! !! !* ! * !
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NTDB id 377476 FGL90 RS02105 WP 147656652.1 MNPGMSLISSGLTLAVYAIGAYLIDAAS............GMQKLTYFSNMIVFSSYAMQIIFSFLMLSFVFVIMPRVTV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !!! !***!!!!!!!*! !!!!!* ************ *** !! !*!!!!!!!!** !*!* *!*!*!! !
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NTDB id 377476 FGL90 RS02105 WP 147656652.1 SAGRINEVLAVAPSIKYPATKPVEKEANRIIEFKDVSFHFSDAEEAAVKHLTFKTKPGQTLALIGSTGSGKSTVLNLIAR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !! !!!!!!!* *!**** * * *!!*!!!!**! ! * !**! !*! !*! !!!!!!!!!!**!!!*!
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NTDB id 377476 FGL90 RS02105 WP 147656652.1 RYEVSEGQVLIDGVDVSDYPESDLNDKIGYAPQKAVLFSGDIRSNIDFGTSTNKSDKLSDDEIKDALDTAQALDFVERKH 468
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQ..APLDDAKIWEALELAQAKNFVEEKE 478
consensus !* *!! * !!!* ! !!** !!! !*!! !!*!!!!!! !!!!! !! ! *** *! ! ! *!!* !!! !!! !*
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NTDB id 377476 FGL90 RS02105 WP 147656652.1 DQLDANVAQHGDNFSGGQKQRLAIARAVARKPEILMFDDSFSALDYATDRKLRETLNKKNHETTKVIVAQRISTIMDADQ 548
NTDB id 369 SMU RS04255 WP 002263293.1 KGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADH 558
consensus !! !!!*! !!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!! !!! !! ! !! *! !!*!!!!!!!!!!!!!*
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NTDB id 377476 FGL90 RS02105 WP 147656652.1 IIVLDNGNVAGIGTHDELLKDNKVYQEIAYSQLSKEELA... 587
NTDB id 369 SMU RS04255 WP 002263293.1 ILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !*!!!*! ! ! !!! !!! ! *!!!!!!!!!!!!!! ***
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