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NTDB id 1188 NELON RS01755 WP 003772458.1 ........MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKA 72
NTDB id 37745 RPSI07 RS21230 WP 013213428.1 MASKHSRNRRRGQRGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLSLAAQAKALVVENAANAQSSLA...... 74
NTDB id 1424 RS RS02795 WP 011000517.1 .MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLS...... 73
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVA...... 65
NTDB id 1274 LPP RS09530 WP 011214168.1 ..........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPA...... 64
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPA...... 64
consensus !*!!!!!!!!!!*!!*!!!!!!!*!!!*!!!*!**!*!*!**! **! **! * * *
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NTDB id 1188 NELON RS01755 WP 003772458.1 FNKTAAAGGGAGGAAAAGTQH.....ASKYVKSVKV..TEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKA.... 141
NTDB id 37745 RPSI07 RS21230 WP 013213428.1 ......LGS..........A...SLPASRNVSALDIDS...STGEVTVVYAS.....AVAGTGANTLVLTPYSGSSASVT 127
NTDB id 1424 RS RS02795 WP 011000517.1 ......VGS..........S...VFTPTKNVANLTIAGTGTVPGQITVTYTT.....AAG...GGTLALVPTA....AGT 122
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ......GTPSTAGSSCVGVQEISASNATTNVATATC..GASSAGQIIVTMDT.....TKAK..GANITLTPT........ 122
NTDB id 1274 LPP RS09530 WP 011214168.1 ......TQAATGYV.........SPAATPNVASIAI..GA..NGVITITY.T.....AAAG..GGTIVMTPTL....... 110
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ......TQAATGYV.........SPAATPNVQSIAI..GA..NGVITITY.T.....AAAG..GGTIIMTPTL....... 110
consensus * ** *! ** * * * ***** * * ** **** **!*
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NTDB id 1188 NELON RS01755 WP 003772458.1 ..VPAATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 37745 RPSI07 RS21230 WP 013213428.1 NLQAGSAPPGMVLWVCAAAGKSMPVNTV...TQKTTATLPSKYAPAECR. 173
NTDB id 1424 RS RS02795 WP 011000517.1 ALPVSSAPSGPIMWTCYAQNKAQAASSV...APSGTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ......YASGAVTWKCTT..................TS.DKKYVPSECRG 147
NTDB id 1274 LPP RS09530 WP 011214168.1 ......QANGDVTWTCTG..................GTLLAKYRPASCRP 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ......QANGDVTWTCTG..................GTLLAKYRPASCRP 136
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