logo

NTDB id 377449 FR838 RS11655 WP 005079470.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 377449 FR838 RS11655 WP 005079470.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 377449 FR838 RS11655 WP 005079470.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 377449 FR838 RS11655 WP 005079470.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 377449 FR838 RS11655 WP 005079470.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 377449 FR838 RS11655 WP 005079470.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 377449 FR838 RS11655 WP 005079470.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

U LSLTIELTYCRAU LYLTRTOELRLTLL LUl TR

MQFPLNSSLSHTIFRLGTWYGLYRLITAVSLNIILVLTDAQMDNSLQQPWLYSYTLLGYSLLSL QLLCFKFIATQATRQ

MQFPLNSSLSHTIFRLGTWYGLYRLITAVSLNIILVLTDAQUWDNSLQQPELYSYTLLGYSLLSL QLLCFKFIATQATRQ
N

DI LR EICOLONTATFEA LM L TLAYAT YRRV SLEMILT

LILFF VDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL
LILFF VDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL

rrrrrnd

AHEE )RRl ECRLCHRY e UCEDI AL L AR

LAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIV SNPAACSLLGIPPQFABE
LAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIV SNPAACSLLGIPPQFANE|
PELE ettt b rrrrrrer 1

AL e AR R LA LR LT EL

KYPLINKWHADLFEILKFPWLKEGDRFIFESRLSAYSINIKVQHLLVPQQMLTLLILQDAQQINQQAQQLKLAALGQLSAS
KYPLWKWHADLFEILKFNLKEGDRFIFESRLSAYSINIKVQHLLVPQQWLTLLILQDAQQINQQAQQLKLAALGQLSAS

B O L L

TAHEIRNPLAATIVQANELLKDSD EQQNTLR MIGKQTKRIDSIVQDTLGLARSERT PIQI N ISTLL EDLBJDVK
TAHETIRNPLAATIVQANELLKDSDIZEQQNTLREIMIGKQTKRIDSIVQDTLGLARSERTBHIPIQI J&IFIITLL EDLIIDVK

AT SO TR

HI\IQLKSJSDIRSLKIBLFDEKQLRQV INLVRNALRHNAPDSPY JMINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST
HNIQLKWSDNSLKIILFDEKQLRQV INLVRNALRHNAPDSPY QWINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST
1

EEE N T N N N

E N T \. MSHSFEANHAN.WVEQKQAFRE o Y ....................................

EINGTGLGLYLSHSFCEANHAKLTYVEQKQGACFRIECPIIY |y
EINGTGLGLYLSHSFCEANHAKLTYVEQKQGACFRIECP I I Y YW
]

80

160
160

240
240

320
320

400
400

480
480



(>4 S

non conserved
similar
>50% conserved



