
logo MNKYYMIQLHRHFRNQGVFTL I ELMVVVIV I IVA I FAAS IA IPSYQESYI
SRRSANTLAASMAAQKGQSEMIQLKLAEQLEQRYHRKSKRNFSTYKRGFDTATTYS ILVYTQLDP

NTDB id 377431 FR838 RS08525 WP 005078457.1 MNKYYILRFNQGVTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKGEILKLAEQLERHKSKNFTYRGFTTTSVTLP 80
NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
consensus **********!!*!!!!!!!!*!!*!!!!*!!!!!!!*!*!!*****!* !**!!!!!!!***!*!!*!*!!**!*****
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NTDB id 377431 FR838 RS08525 WP 005078457.1 R.......................GGYTIEISDDTTTGNLLTNAAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLTAT 137
NTDB id 1064 ABD1 RS15725 WP 001046490.1 R.......................GGYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLTAT 137
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKTWA 155
consensus * **!!* **!*!!***!!!***!*!!*!*!!!***!**!******!*!**!***!**
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NTDB id 377431 FR838 RS08525 WP 005078457.1 AVDNDCGGTVTCNLCETNSESWQ 160
NTDB id 1064 ABD1 RS15725 WP 001046490.1 AVDNDCGGTVTCNVCETNSENWQ 160
NTDB id 1006 ACIAD RS15005 WP 004923843.1 N........ISSSSCGTGSESW. 169
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