
logo MNHYI
LRATIGSML I LVYSMLATAFLF IDKVFVNI IYFQGMFYTQI FG IPVFLFLNI

L
I
L I I LLC I IVGSVLAYKINQQNDWI

LKST
NTDB id 377152 FRG19 RS04640 WP 002435929.1 MNHYLRAIGSMLILVYSMLTAFLFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNILIILLCIIVGSVLAYKINQQNDWLKS 80
NTDB id 5 SA RS09760 WP 001017131.1 MNHYIRTIGSMLILVYSMLAAFLFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNLIIILLCIIVGSVLAYKINQQNDWIKT 80
consensus !!!!*! !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!*!*

logo QI ERS IMEGETVGINDQNI
LE I

LYSETLDE I
LYHTLVPLNQELHKRLRLMKTQNLMTNENYNI

MNDVKVKKI I EDERQRLARELHDSVS
NTDB id 377152 FRG19 RS04640 WP 002435929.1 QIERSIEGETVGINDQNLELYSETLEIYHTLVPLNQELHRLRMKTQNMTNENYNMNDVKVKKIIEDERQRLARELHDSVS 160
NTDB id 5 SA RS09760 WP 001017131.1 QIERSMEGETVGINDQNIEIYSETLDLYHTLVPLNQELHKLRLKTQNLTNENYNINDVKVKKIIEDERQRLARELHDSVS 160
consensus !!!!!*!!!!!!!!!!!*!*!!!!!**!!!!!!!!!!!!*!!*!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!

logo QQLFAASMMLSAIKESTKLEPPLDQQIP I
VLEKMVQDSQLEMRALLLHLRP I

LGLKDKSLGEGIKDLVIDLQKKVPMKVVHE I
NTDB id 377152 FRG19 RS04640 WP 002435929.1 QQLFAASMMLSAIKESKLEPPLDQQIPVLEKMVQDSQLEMRALLLHLRPIGLKDKSLGEGIKDLVIDLQKKVPMKVVHEI 240
NTDB id 5 SA RS09760 WP 001017131.1 QQLFAASMMLSAIKETKLEPPLDQQIPILEKMVQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVIDLQKKVPMKVVHEI 240
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QDFKVPKGI EDHLFR ITQEAI SNTLRHSNGSTKVTVELFNKDEDYLLLR IQDNGKGFNVDEKFLEQSYGLKNMRERALE IGAT
NTDB id 377152 FRG19 RS04640 WP 002435929.1 QDFKVPKGIEDHLFRITQEAISNTLRHSNGSKVTVELFNKEDYLLLRIQDNGKGFNVDEKFEQSYGLKNMRERALEIGAT 320
NTDB id 5 SA RS09760 WP 001017131.1 QDFKVPKGIEDHLFRITQEAISNTLRHSNGTKVTVELFNKDDYLLLRIQDNGKGFNVDEKLEQSYGLKNMRERALEIGAT 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo FHIVSLPDSGTR I EVKAPLNKEDESSYDNDGD
NTDB id 377152 FRG19 RS04640 WP 002435929.1 FHIVSLPDSGTRIEVKAPLNKEDESNGD 348
NTDB id 5 SA RS09760 WP 001017131.1 FHIVSLPDSGTRIEVKAPLNKEDSYDD. 347
consensus !!!!!!!!!!!!!!!!!!!!!!! *
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