
logo MKI L IVEDDFLVIAESLANSELKSKWNYEGVI
NVVENQFDDQI LMESDI FNREQHTEQPQLVLLDINLPTLNGFHWCQE I

MRKETSNVP I IMF I SSR
NTDB id 377145 FRG19 RS01050 WP 002436233.1 MKILIVEDDLVIAESLANELSKWNYEVNVVENFDQIMEDFRETEPQLVLLDINLPTLNGFHWCQEMRKESNVPIMFISSR 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !!!!!!!!! !!!!!!! !! !!!! ! !!!*!! !* ! * !!!!!!!!!!!!!!!!!!!!!*!! !!!!!*!!!!!

logo

I
TDNMDQIMAIQMGGDDF I EKPFNLSLTI

VAKIQALLRRTYDLSVASNDESLDTVKGCKTL I LDEAKLVVKYDQDEDQANI
VQLSLTELQI LK

NTDB id 377145 FRG19 RS01050 WP 002436233.1 TDNMDQIMAIQMGGDDFIEKPFNLSLTVAKIQALLRRTYDLSVSNDELDVKGCKLILDEAKLVKDDDAVQLSLTELQILK 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !! ! !!!! !!!!!!!*! * *!!!!!!!!!!!

logo

L
MLFQNEDGKYVSRTAL I EKCWESENF IDDNTLAVNMTRLRKKLLNSTIGVDNDF I EITKKNVGYKRV

NTDB id 377145 FRG19 RS01050 WP 002436233.1 MLFQNEGKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLLSIGVDDFIETKKNVGYRV 221
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus *!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!! !!! !!!!!!!*!

X non conserved

X similar

X ≥ 50% conserved


