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NTDB id 377093 FRE64 RS03880 WP 146294753.1 MSKAKVIYVCSACGAEHNQWFGKCSSCGAYGTLEEEFVTSVNANPRTGWQSNKDSTTVTHNKPPKARISLKFSQIKDDEQ 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTV..........QKPSPITSIETSEE 70
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...K..........TKPMKLAEVTSINV 67
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...K..........TKPMKLAEVTSINV 67
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...K..........TKPMKLAEVTSINV 67
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...K..........TKPMKLAEVTSINV 67
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...K..........TKPMKLAEVTSINV 67
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...K..........TKPMKLAEVTSINV 67
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NTDB id 377093 FRE64 RS03880 WP 146294753.1 PRYPSGYGELDRVLGGGIVPGSLVLLGGDPGIGKSTLLLQVANQTANS.QRTLYVSAEESGQQVKLRASRLGVGLTDSPD 159
NTDB id 125 BSU 00870 NP 387968.1 PRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGIN...... 144
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI...... 140
NTDB id 279 KZH43 RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI...... 140
NTDB id 238 SPD RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI...... 140
NTDB id 204 SPR RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI...... 140
NTDB id 169 SP RS00155 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI...... 140
NTDB id 509 SM12261 RS00130 WP 078228442.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI...... 140
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NTDB id 377093 FRE64 RS03880 WP 146294753.1 DQVEESNGRKPKSMSHENLYVLPETDLEEILRELESLKPLLAIIDSIQTLYFASLSSAPGSVAQVRECTSALMQVAKREN 239
NTDB id 125 BSU 00870 NP 387968.1 ...............NPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKG 209
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ...............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNN 205
NTDB id 279 KZH43 RS00140 WP 074017595.1 ...............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNN 205
NTDB id 238 SPD RS00140 WP 074017595.1 ...............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNN 205
NTDB id 204 SPR RS00140 WP 074017595.1 ...............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNN 205
NTDB id 169 SP RS00155 WP 074017595.1 ...............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNN 205
NTDB id 509 SM12261 RS00130 WP 078228442.1 ...............DSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNN 205
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NTDB id 377093 FRE64 RS03880 WP 146294753.1 ITLLIVGHVTKEGAIAGPRVLEHLVDTVLYFEGDRYASHRLLRSVKNRFGATHEIGVFEMVDHGLREVENPSELFLGNRD 319
NTDB id 125 BSU 00870 NP 387968.1 IPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERS 289
NTDB id 537 SMSK321 RS07120 WP 080550752.1 IAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERL 285
NTDB id 279 KZH43 RS00140 WP 074017595.1 IAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERL 285
NTDB id 238 SPD RS00140 WP 074017595.1 IAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERL 285
NTDB id 204 SPR RS00140 WP 074017595.1 IAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERL 285
NTDB id 169 SP RS00155 WP 074017595.1 IAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERL 285
NTDB id 509 SM12261 RS00130 WP 078228442.1 IAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERL 285
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NTDB id 377093 FRE64 RS03880 WP 146294753.1 EAVPGTGIVVACEGTRPIVVELQALVSPTSYTSPRRATTGVDYNRLQQILAVLEKRVGIPLSKLDAYVATAGGLGVEEPA 399
NTDB id 125 BSU 00870 NP 387968.1 AGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPA 369
NTDB id 537 SMSK321 RS07120 WP 080550752.1 DGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPA 365
NTDB id 279 KZH43 RS00140 WP 074017595.1 DGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPA 365
NTDB id 238 SPD RS00140 WP 074017595.1 DGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPA 365
NTDB id 204 SPR RS00140 WP 074017595.1 DGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPA 365
NTDB id 169 SP RS00155 WP 074017595.1 DGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPA 365
NTDB id 509 SM12261 RS00130 WP 078228442.1 DGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPA 365
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NTDB id 377093 FRE64 RS03880 WP 146294753.1 ADLGIAVAVVASFRDRIVDPRTALIGEVGLGGQVRLVSQLELRIKEAAKLGFKRAIVPQGQSL...PDLGIEIITVSKVI 476
NTDB id 125 BSU 00870 NP 387968.1 IDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVA 449
NTDB id 537 SMSK321 RS07120 WP 080550752.1 IDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQ 445
NTDB id 279 KZH43 RS00140 WP 074017595.1 IDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQ 445
NTDB id 238 SPD RS00140 WP 074017595.1 IDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQ 445
NTDB id 204 SPR RS00140 WP 074017595.1 IDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQ 445
NTDB id 169 SP RS00155 WP 074017595.1 IDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQ 445
NTDB id 509 SM12261 RS00130 WP 078228442.1 IDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQ 445
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NTDB id 377093 FRE64 RS03880 WP 146294753.1 DAIVAAIPPQPRYGENDEVSISEEDEEG 504
NTDB id 125 BSU 00870 NP 387968.1 EALRTSLGG................... 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EVLKKVFA.................... 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 EVLKKVFA.................... 453
NTDB id 238 SPD RS00140 WP 074017595.1 EVLKKVFA.................... 453
NTDB id 204 SPR RS00140 WP 074017595.1 EVLKKVFA.................... 453
NTDB id 169 SP RS00155 WP 074017595.1 EVLKKVFA.................... 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 EVLKKVFA.................... 453
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