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NTDB id 377092 FRE64 RS02410 WP 146294502.1 MLKFLSKLTPGFLQKKAKGVGIEITPNQINIAKVNSTEQGYELATLATKDVPEGIYTEGRIFDPPSLAELIKEALEENNI 80
NTDB id 1411 SGL RS10685 WP 010872897.1 ...MFSR.FTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGI 76
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NTDB id 377092 FRE64 RS02410 WP 146294502.1 TSQSVSTAIPMRDSIVNIIPVPAELEEDELRDVVLNQEAGLYLPYPKEEVDLDYQKLGYFADEDGIEKVQVLLIATRREV 160
NTDB id 1411 SGL RS10685 WP 010872897.1 NTKQVATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREV 156
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NTDB id 377092 FRE64 RS02410 WP 146294502.1 TDLYLDIFQEQVGLNINALEINTIALIRTIREQLRQYPSQEAVILVDIEFDSTELAIIVDGVPEFNRTIPIGSFQLQSAL 240
NTDB id 1411 SGL RS10685 WP 010872897.1 TDSYLDTFQ.QAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNAL 235
consensus !! !!! !!*! !!** !!!!* !!!!!!!!!!!!**! !! *!!!!!!!!!!*!!!!!!!! ! !!*!!!**!*! !!
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NTDB id 377092 FRE64 RS02410 WP 146294502.1 SRAMNLPPSRNLEPLQEMTLPLPSD..AKEQTTPFNPGMEALQRVLGELTDEVRRSADYYLNQTEGLEIVQIFLAGSGAG 318
NTDB id 1411 SGL RS10685 WP 010872897.1 SRAMNLPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGG 315
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NTDB id 377092 FRE64 RS02410 WP 146294502.1 IGQLDSFFYQRLNIPATQIDPVEALSLETDEEISVAQRVSLGTVLGLALREA 370
NTDB id 1411 SGL RS10685 WP 010872897.1 LIQLDEYFTQRLSIPTVKIDPFEALAIDTDQNFSDIERPSLATVLGLGIREA 367
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