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NTDB id 1474 Cj1108 YP 002344501.1 ..................................................KMTH.HHKMFEFDQNKALMNLKTNLKAKIFGQDEV 435
NTDB id 601 KW2 RS02615 WP 021036805.1 KAEDFEKAAHFRDQISKLRELQK......QEVTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDEA 452
NTDB id 241 SP RS04015 WP 000882523.1 REEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDA 458
NTDB id 243 SPR RS03635 WP 000882517.1 REEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDA 458
NTDB id 245 SPD RS03860 WP 000882517.1 REEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDA 458
NTDB id 281 KZH43 RS03550 WP 000882517.1 REEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDA 458
NTDB id 378 SMU RS02690 WP 002263569.1 RDEDYEKAAYFRDQIAKYKEMQS......AKLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDAA 459
NTDB id 85 BSU 00860 NP 387967.1 QSQEFEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEA 516
NTDB id 610 V4T04 RS10165 WP 012897346.1 IKLDIKASRTKEKAVEKIADKIYKFS.....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEA 525
NTDB id 287 SP RS11210 WP 001109712.1 MDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQA 520
NTDB id 289 SPD RS10700 WP 001109677.1 MDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQA 520
NTDB id 290 KZH43 RS10025 WP 001109677.1 MDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQA 520
NTDB id 377 SMU RS09275 WP 002262344.1 ITNDYQLAKRLLKKEK.........K.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDA 523
NTDB id 297 STER RS00545 WP 011680614.1 ISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEA 526
NTDB id 329 STU RS10020 WP 011225298.1 ISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEA 526
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NTDB id 1474 Cj1108 YP 002344501.1 IDSLVSSLKQSFAGFKNSNTPRGVFLFTGSSGVGKTELCKALAEFLG...LNLERFDMSEYAEKHAISKLIGSPAGYIGFEEGGL 517
NTDB id 601 KW2 RS02615 WP 021036805.1 VDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPGYVGYEEAGQ 537
NTDB id 241 SP RS04015 WP 000882523.1 VDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQ 543
NTDB id 243 SPR RS03635 WP 000882517.1 VDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQ 543
NTDB id 245 SPD RS03860 WP 000882517.1 VDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQ 543
NTDB id 281 KZH43 RS03550 WP 000882517.1 VDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQ 543
NTDB id 378 SMU RS02690 WP 002263569.1 VDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYVGYEEAGQ 544
NTDB id 85 BSU 00860 NP 387967.1 VVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQ 601
NTDB id 610 V4T04 RS10165 WP 012897346.1 ISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQ 610
NTDB id 287 SP RS11210 WP 001109712.1 VSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGE 605
NTDB id 289 SPD RS10700 WP 001109677.1 VSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGE 605
NTDB id 290 KZH43 RS10025 WP 001109677.1 VSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGE 605
NTDB id 377 SMU RS09275 WP 002262344.1 VSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGE 608
NTDB id 297 STER RS00545 WP 011680614.1 VSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGE 611
NTDB id 329 STU RS10020 WP 011225298.1 VSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGE 611
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NTDB id 1474 Cj1108 YP 002344501.1 LSNAIRKNPFSLVLFDEIEKAHPDLSNTFLQIFDNAELTDNSGLKVDFKNTIIIMTSNLGLKE...SNELGFLSKNEEK...... 593
NTDB id 601 KW2 RS02615 WP 021036805.1 LTERVRRNPYSLILLDEIEKAHPDVMHMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK..VEASVGFGAAREG.....RT 615
NTDB id 241 SP RS04015 WP 000882523.1 LTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RT 621
NTDB id 243 SPR RS03635 WP 000882517.1 LTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RT 621
NTDB id 245 SPD RS03860 WP 000882517.1 LTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RT 621
NTDB id 281 KZH43 RS03550 WP 000882517.1 LTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RT 621
NTDB id 378 SMU RS02690 WP 002263569.1 LTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEANVGFGASREG.....RT 622
NTDB id 85 BSU 00860 NP 387967.1 LTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQNHKDMK 686
NTDB id 610 V4T04 RS10165 WP 012897346.1 LTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMK 695
NTDB id 287 SP RS11210 WP 001109712.1 LTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENME 690
NTDB id 289 SPD RS10700 WP 001109677.1 LTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENME 690
NTDB id 290 KZH43 RS10025 WP 001109677.1 LTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENME 690
NTDB id 377 SMU RS09275 WP 002262344.1 LTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAME 693
NTDB id 297 STER RS00545 WP 011680614.1 LTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQ 696
NTDB id 329 STU RS10020 WP 011225298.1 LTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQ 696
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NTDB id 243 SPR RS03635 WP 000882517.1 NSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQD 706
NTDB id 245 SPD RS03860 WP 000882517.1 NSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQD 706
NTDB id 281 KZH43 RS03550 WP 000882517.1 NSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQD 706
NTDB id 378 SMU RS02690 WP 002263569.1 NSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGYDPKMGARPLRRTIQE 707
NTDB id 85 BSU 00860 NP 387967.1 DKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQK 771
NTDB id 610 V4T04 RS10165 WP 012897346.1 SRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQK 780
NTDB id 287 SP RS11210 WP 001109712.1 KRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQT 775
NTDB id 289 SPD RS10700 WP 001109677.1 KRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQT 775
NTDB id 290 KZH43 RS10025 WP 001109677.1 KRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQT 775
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NTDB id 329 STU RS10020 WP 011225298.1 ARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQT 781
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