
logo ML
FKLI I LLGWIAVGGIAFMLMGRITDFLEPCLVI EMPQFYGTECWKI

V
T
G
G
K
E
I
V
ALTLFL ILCIALWFAI IFYFILFYKKRHRP I

K
M
H
F
L
Q
V
I
N
D
G
R
S
P
G
I
FLRKGALVVYF IYCL ILSCAGTLSTFSLFGVMI

VGAHYHQYADQEHSKALENI ERLQYELYQKR
NTDB id 1015 ACIAD RS12005 WP 004928865.1 MFKIILLGWIAGIAMMGRTLECIEPFTCITGILTFLIWAIYFYKKRKHQIGSGLRALVILISASFLFGIGAQYADSALEERLYYK 85
NTDB id 37681 AOLE RS04395 WP 013197061.1 MLKLILLGWIVGIAFMGIDLPLVMQYGWVGKVLLFICLIFYIFKRHIFLNRPILKGVYYLICGLSLFVIGHQYAQHALNERLQLR 85
NTDB id 1070 ABD1 RS13145 WP 000472713.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIERLEQR 85
NTDB id 1083 H0N27 RS04190 WP 168726476.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIERLEQR 85
consensus !*!*!!!!!!*!!!*!!** ************!* *****!**!*********!*****!*****!!**!**!!**!!*!!!***

logo

I
EMTHQDPSTDERSTNHLDEVIVI IVYVIDHNQRI

M
L
G
SESESKDKNGKAIVKQQLVTAEQVLGNI

R
L
H
S
P
S
K
D
H
E
T
V
PVNWVLFLYI

L
D
K
N
Q
S
E
S
N
L
N
E
L
Q
G
S
N
A
LLEIKEKNESNPSQKSNLQELGQHYYR ITSAGKTKRP I

AHSYALVTESPGSAFDVQE
NTDB id 1015 ACIAD RS12005 WP 004928865.1 IMHSDTHEVIIYVHQMGESSDKGIKQVAEVLNIHPDVVNWVFYIDQSLLGA.EKSSSLELGQYYRITAKTKPIHSYALEGAFDVE 169
NTDB id 37681 AOLE RS04395 WP 013197061.1 EMQPESLEIVVYIDRISEEKDNKAQQLAQVLGRSSHTVNWLLYLKNENESALIEEPKLQLGHYYRISGKTRPAHSYAVSGAFDQE 170
NTDB id 1070 ABD1 RS13145 WP 000472713.1 ETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHSYATPGAFDQE 170
NTDB id 1083 H0N27 RS04190 WP 168726476.1 ETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHSYATPGSFDQE 170
consensus * *********!*****!**!****!*!*!!******!!!**!******* ******!*!!*!!!!**!!*!*!!!!**!*!!*!

logo

Q
KWFVIQQRNW

I
Q
M
A
S
T
G
A
F
Q
S
NVYRHRYIQETPLNSKSLNQDEVIMYSRALGFYYQLNQHVLKEQQQNTSWFLRSANSTQSQFLQRQLSNVI EKLRLKTFRLNQMYI FL IKNDKSSPSFLSQHNQHKAGL ILLALLTGDRESLLNSEPDDE I

L
T

NTDB id 1015 ACIAD RS12005 WP 004928865.1 KWFVQQNWQATAQVYRIQTLSKQEVMSAGFYLHVKQQQTWRAQFLQSVEKLRLKFRNYFIDSSLSHHALLLALLTGDRSLLNPEL 254
NTDB id 37681 AOLE RS04395 WP 013197061.1 QWFIQRNIMSGFSVRHIEPLNSNEIYRLGYQNHLKQQQNFLTSQQLNIEKLRLKFRLMLKKSPFQNKGLLLALLTGDESLLNEDI 255
NTDB id 1070 ABD1 RS13145 WP 000472713.1 KWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLILALLTGDESLLSDET 255
NTDB id 1083 H0N27 RS04190 WP 168726476.1 KWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSSSFRLNIEKLRLTFRQILNSSSLQQKGLILALLTGDESLLSDET 255
consensus *!!*!*!******!**!**!***!****!***!*! !!**********!!!!! !!*****!******!*!!!!!!!*!!! ***

logo

E
K
Q
N
Q
LQFQKRQFLGI SHLLAI SGPHVFL I FAAI LMVLSWGIACFLYTHRQFLVIHRSRFYKYPEKQLIYLSW I

Q
KPRKQKVI LAIMVLMAI

L
VPFLCLCFMLCGVI

L
L
IYACTAFVGFE IPALRTFLFLTSTVFML ILGFASI FIG

NTDB id 1015 ACIAD RS12005 WP 004928865.1 EQQFQRFGISHLLAISGPHVLIFAAMVSWIFTRLIHRFKPEIYLSIPRQKLVLLPFLMCVILYCAFVGFEIPALRTLFTVMLGSI 339
NTDB id 37681 AOLE RS04395 WP 013197061.1 KNQFKQLGISHLLAISGPHVLIFAILLSWGLHQLVRRYYPQLYLWQPKQILAMIPLCFGVLIYAAFVGFEIPALRTLLSVFLFAF 340
NTDB id 1070 ABD1 RS13145 WP 000472713.1 QLQFKQLGISHLLAISGPHVLIFAIMLSWAYHQFISRYYPQIYLWKPKQVLIAVPCCLGVLIYTAFVGFEIPALRTFLSVLIFIG 340
NTDB id 1083 H0N27 RS04190 WP 168726476.1 QLQFKQLGISHLLAISGPHVFIFAIMLSWACHQFISRYYPKIYLWKPKQILMAVPCCLGVLIYTAFVGFEIPALRTLLSTLIFIG 340
consensus **!!***!!!!!!!!!!!!!*!!!***!!**** **!**!**!!**!*!*!***!****!**!*!!!!!!!!!!!!*********

logo

F
LLL ILRKHLQHPLVI SKAPFSTLLVLYSASLLLWLFMDPFS IVLSAAGFWLSYGSACF I L ILR IYQDTMITVAQALQPNQEFLQAHQSFTLRSFLLTSRSGKI

MI LQF ILML
T
SKANVLVIRESQW

GKIYFVIALCMS
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LLLIRHHLSAFSLLVLSASLLLWMDPFSILSAAFWLSYGACFILIRIYQDMTQAQQFHQTRFTRGM.QILKALVRSQWKIFVALM 423
NTDB id 37681 AOLE RS04395 WP 013197061.1 LLLLKLPVKPFSLLVYSASLLLLFDPFSVLSAGFWLSYGSCFILLRIYQTIVQAPNLASLSLLSKIILLTKNLIESQGKIYIALC 425
NTDB id 1070 ABD1 RS13145 WP 000472713.1 FLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILLRIYQTIAQLPEQHFLSLSSKMIFMSKVLIESQGKIFIALS 425
NTDB id 1083 H0N27 RS04190 WP 168726476.1 FLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILIRIYQTIAQLPEQHFLSLSSKMIFMSKVLIESQGKIFIALS 425
consensus !!*******!*!!!*!!!!!!**!!!!*!!!*!!!!!!*!!!!*!!!!***! ****************!*!**!!*!!**!!*

logo PLMTL IL IFFKQRQI SW I
VAPLSTNLI IA I

VPLI LVGGS IV IVPLDNI FIMAGACLVAWFLFIVFVINPKPSFLGNALMLFQYHLFNNDI
S
MLLESLMI FVL ILGTS ICFLKSGGLLDEHKLFLNSPLQTPLQYGFYIASFLTPLALS

NTDB id 1015 ACIAD RS12005 WP 004928865.1 PLTLIIFKQISWIAPLSNLIAIPILGGIIVPLDIMAGCLWLFIPSLGNLLFYLNNSLLELFIGILKGLDHLFNPQLQYYAFTPLL 508
NTDB id 37681 AOLE RS04395 WP 013197061.1 PLMLIFFQQISWVAPLTNIIAVPLLGGVIVPLNIFAACVWLIFNSLGNALFQFNDILLSMVLTCFSLLEK.LSLPLQGFSLTPLA 509
NTDB id 1070 ABD1 RS13145 WP 000472713.1 PLTLLFFQQISWVAPLTNIIAVPIVGSVIVPLNIMAACAWFVIKPFGNMLFHFNDMLLSILLSCLGLLEK.LSLTLQGISLTPLS 509
NTDB id 1083 H0N27 RS04190 WP 168726476.1 PLTLLFFQRISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFVVKPFGNMLFHFNDMLLSILLSCLGLLEK.LSLPLQGISLTPLS 509
consensus !!*!**!**!!!*!!!*!*!!*!**! *!!!!*!*!*!*! **** !!*!!**!**!!*********!** ****!!****!!!*



logo L ILCGAI
L
T
S
L
CAIVI I LFLPRKGI

V
V
LPKFSTWGSLVI ILCFCVLPLLVMIMPSNKMTI

S
R
Q
P
Q
T
IQI

L
S
NI ILDVGQGQSAI F ILQDHQPQTEQRTNI

WLLIDTGGYSYDESKKTI FS IGKQQNVVVPYF
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LICLTLAIVILFLPKGVVPKFWSVLCFVPLLIPSKMIRPTQISILDVGQGQSIFIQDQTQRILLDTGGYYDESKFSIGKQVVVPF 593
NTDB id 37681 AOLE RS04395 WP 013197061.1 LIGLSCAIIILFLPRGVLPKSWSLICCLPLLIPNKTSQQIQLNIIDVGQGQAIFLQHPEQTWLIDTGGSYDEKTFSIGQNVVVPY 594
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNILDVGQGQAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPF 594
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LLAISCAIIILFLPKGILPKTWGILCCLPLVMMNKTSQQIQLNILDVGQGQAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPF 594
consensus !*****!!*!!!!!*!**!!*! **!**!!****!*****!**!*!!!!!!*!!*!***!**!*!!!!*!!!**!!!!**!!!!*

logo LKRSQKQGI
V
H
K
RQLDRHVI

VLTSHLDQDHSGGALFPAFILVIALQQALEFIP I
T
V
R
K
M
Q
I
V
L
Q
I
A
SNQEELQW

L
A
I
P
E
K
N
K
D
V
L
S
K
E
I
Q
S
PFSTQLYCHSQGQKTQWEQHTYPSQELKDI EQI LSWPKLEENKNDLNQALSFTVAPTVFTSNRQN

NTDB id 1015 ACIAD RS12005 WP 004928865.1 LKSQGVHQLDRVILTHLDQDHSGGLPAVLQLIPTRMIQANEE.IKDLSIPFSLCHSGQTWETSELKIQILSPKLENLQSTVFNRN 677
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 VSNRLQDLNIPLLSTTDKGAIHFKFDSGNEQTEFYRQSYKWLQR.. 806
NTDB id 37681 AOLE RS04395 WP 013197061.1 VLARIQELNIPFKSTVEQGTLSFVSENHQMILYTRRFERTWLHRNL 810
NTDB id 1070 ABD1 RS13145 WP 000472713.1 VIARLKALHIPLKSTVEQGTLSFVLENHKIVLHDRRLDRLWLSRGF 810
NTDB id 1083 H0N27 RS04190 WP 168726476.1 VIARLKALHIPLKSTLEQGTLSFVLENHKLVLHDRRLDRLWLSRGF 810
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