
logo MKE I LKTLTEAMMTLPEDSYSEQQDAEFLDE I F IVEE I EE I FVDELQPSL IHNEKWMQSEKNI
VATLTE IRRHFHTLKGSGRMIAGAKSSAELAWT

NTDB id 37680 AOLE RS03260 WP 013196910.1 MKEILKTLTEAMMLPEDSYSQQDAEFLDIFVEEIEEIFVELQSLIHEWMQSKNVATLTEIRRHFHTLKGSGRMIAAKSSAELAWT 85
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSENIATLTEIRRHFHTLKGSGRMIGAKSSAELAWT 85
consensus !!!!!!!!!!!! !!!!!!! !!!!!!*!!*!!!!!!!!*!!*!!* !!!! !*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!

logo VEDTLNR I
V INEQSLQTLTPNTIQQSYVQLVFKFYFFLKLVDDNFKQSKKRAEHATLVDFRPL I LLGQQLQQQQSLEPALEELLLQLSDHTLMTAETKVTG

NTDB id 37680 AOLE RS03260 WP 013196910.1 VEDTLNRIINESLTLTPNIQQYVQLVFKFYFFKLVDDFKSKKEHAVDFRPLILLGQQLQQQQSLEPALEELLLLSDTLTAETKTG 170
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQLSHTLMAETVTG 170
consensus !!!!!!!*!! !! !!! !! !!!!!!!!!! !!!! !! !* ! *!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!! !!! !!

logo LELVDNDYI
LEQADSLADENP I

L I LQAETHTI
TE I

SEHINLADETLTVLFMEEAEEHLATIDHQFLDEQE I
LHQHYDESYNAL IRALHTLRGSSAMAQVEATI FDEAS

NTDB id 37680 AOLE RS03260 WP 013196910.1 LEVNDLEQAS..DNLILETTIESEHNLAETLVLFMEEAEEHLATIDQFLEQEIHQHESYNALIRALHTLRGSSAMAQVEAIFDAS 253
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LELDYIEQDSLAEPIIQATHTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALHTLRGSSAMAQVETIFEAS 255
consensus !!* *!! !*****! !* ! !*!! !!! !!!!!!!!!!!!!*!!!*!!*!!**!!!!!!!!!!!!!!!!!!!!!! !!*!!

logo TKVEHLFKI LLQEELSSHSEE I LLLQRDEYREQF IVRDNCSLDELLASARYCSSNSDEQLDEASNRLKLQFNQSVWDAYMVEQHGDEHRSTDSPLMPPSHGLVSQLLQ
NTDB id 37680 AOLE RS03260 WP 013196910.1 TKVEHLFKILLQEELSSHSEEILLLRDYRQFIRNCLDLLAAYCSNDQLDSNLKQFNQVWDAYMEQHGEHSSPLMPPHGLVSQLLQ 338
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYVEQHGDRTDPLMPSHGLVSQLLQ 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!! *!! !*! *!*!! !*! *!!* ! !!!! !!!!*!!!!*** !!!!*!!!!!!!!!

logo LDNVSELLDAELDFEKGIRNSEFPDHYLERLSEQADLLLQHTHQSQAML
VGLHYEYTNSQLKDESYDEVLLDKRPADLLQSDYI

VFE IYQKAHQQL I
NTDB id 37680 AOLE RS03260 WP 013196910.1 LNVSELLDAELDFEKGIRSEFPHYLERLSEQADLLLQHTQSQAMVGLYEYTNQLKDSYDVLLDRPDLLQSDYVFEIYQKAHQQLI 423
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKESYEVLLDKPALLQSDYIFEIYQKAHQQLI 425
consensus ! !!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!*!!!!*!!*!!! !!!*!!*!!!!*! !!!!!!*!!!!!!!!!!!!

logo QLFDALAAGQRVGS IV I
V
E
KQHQNS IVLEELKLYTQHYI

TPDS ILNSNSDELPPLQDQDNQSDTSVFVEPS ILFYNS IVDEPVEPQETSVDVAESTPVAES INEFSDVLSATDHWAVAVLMGSQSMVHQLQDRQ
NTDB id 37680 AOLE RS03260 WP 013196910.1 QLFDALAAGQRVSIIEQHQNVLEELKLYTQHIPSLNSEP.LDNQDVVESLFSVDVEQTSDESPASIESVLTDHVAMSQSMHLDRQ 507
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIYNIEPEPEVVATV.ENFSDSADWAVLGQSVQQDRQ 509
consensus !!!!!!!!!!!! ** !!! *!!!!!!!!!* ! * *** !*** ***!* *** ! !* * !!** !!!
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NTDB id 37680 AOLE RS03260 WP 013196910.1 FMTTEHVNRYFDPELLDIFLEEADELLEGMDTDLNIWVNDQENFAALNNLMRYLHTLKGGANMIQANYIGLIAHELESIYERIIQ 592
NTDB id 1046 H0N27 RS03130 WP 168726941.1 YISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNNLMRYLHTLKGGANMVQATYLGLIAHELESIYERLIQ 594
consensus **** *!!! !!**!!!!!!!!!*!!!!!*!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!*!! !*!!!!!!!!!!!!!*!!
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NTDB id 37680 AOLE RS03260 WP 013196910.1 RQLVASSALIDFIRLVQDDLADRLQIVREQHLDYAASHTIQALKSAGKVYESLGS.VVKEMQAES....ETDVIPELNVEVLQQE 672
NTDB id 1046 H0N27 RS03130 WP 168726941.1 KQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINALKRAGQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIPV. 678
consensus *!!! *! !!!!!!!!!!!!!!!!!!*!!!*!!!!!**!!*!!! !! * *!! !!!****! !!*!* ** ** *
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NTDB id 37680 AOLE RS03260 WP 013196910.1 AINDTALNLDELTSNFEQIVESNTR.LVEHT.ELQIFDAEGYTDSIQDQDIDSVVEQTFMEEAAELLEMADHLLKQWFEQRTNRS 755
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ...ELEPALAELETHHDQVFDTAVTELATPVEMITTVTSQENEVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRS 760
consensus **** * ! !! ****!* ** *! * * **!!!* !!!!!!*!!! !!!!!!**!!!!!!!!!!!!!

logo I LLQLQRAVHSLKGGASRML
VGLEATVQAIAYQLENAFEKQFALHYHFNSSNIYDHNLLESAIAVWLKDEAI FKNHQNYQHFDGLQHQSLENIQFFI E

NTDB id 37680 AOLE RS03260 WP 013196910.1 ILLQLQRAVHSLKGGSRMLGLETVQAIAYQLENAFEKFALYHFSSNIYDNLLESAIVWLKEAIFKQNYQHFDGLQHSLENIQFIE 840
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENAFEQFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFE 845
consensus !!!!!!!!!!!!!!! !!*!!! !!!!!!!!!!!!! !!!*!! !!!!!*!!!!!! !!!*!!! *!!!!!!!!!*!!!!!!! !

logo TATIQIPSTKLTRATDLFGSSTEPVMS
TF IVQGDGTEPPPMI

MGAWEQTEQHRLDEQNNEMIRVSADL I EKMIDLSGENS INRSR I EMDLSQFGSHT
NTDB id 37680 AOLE RS03260 WP 013196910.1 TAIQIPSKLTRTDLFGTEPVMSFVQGDGTEPPPMIGAWEQTQHLEQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFGHT 925
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TTIQIPTKLTRADLFSSEPVMTFIQGDGTEPPPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHT 930
consensus ! !!!!*!!!! !!! *!!!!*!*!!!!!!!!!!*!!!!!! *!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo LVEMELAIQRLADQLRRMEGELETQI IAKHGI EHSRYTDEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDEKIRDTESLLLVQ
NTDB id 37680 AOLE RS03260 WP 013196910.1 LVEMELAIQRLADQLRRMEGELETQIIAKHGIEHSRYTEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSEKIRDTESLLVQ 1010
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LVEMELAIQRLADQLRRMEGELETQIIAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQ 1015
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!

logo QSR IQAE IQEGLMRTRLVPFSRLLPRLQR IVRQTSTALDNRPAELFVNNTEGELDRNTI
MLERLVTPLEHMLRNAIDHGLEDRAVQREQQ

NTDB id 37680 AOLE RS03260 WP 013196910.1 QSRIQAEIQEGLMRTRLVPFSRLLPRLQRIVRQTSTALDRPAELFVNNTEGELDRTMLERLVTPLEHMLRNAIDHGLEDRVQREQ 1095
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QSRIQAEIQEGLMRTRLVPFSRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQ 1100
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!! !! !

logo AKNKPETGR I ELNIHQRQGTDVVVTVFKSDDGQRGIDI
VEKVRQKALLASGL IKNPSEQDVLEHQQDI LQL I FHPGLSTADEQVTQI SGRGVGLDVV

NTDB id 37680 AOLE RS03260 WP 013196910.1 AKKPETGRIELNIHRQGTDVVVTFKDDGRGIDIEKVRQKALLSGLINSEQVLEHQDILQLIFHPGLSTADQVTQISGRGVGLDVV 1180
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ANKPETGRIELNIQRQGTDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVV 1185
consensus ! !!!!!!!!!!!*!!!!!!!! ! !!! !!!*!!!!!!!!! !!! *!! !!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!



logo QSDIKASLGGHVSTVDESVYGQGTI
TFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDR I IVRVSPATSLEQYFEGSAPQEFLFEFYENKRYPLR

NTDB id 37680 AOLE RS03260 WP 013196910.1 QSDIKALGGHVTVDSVYGQGTIFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIVRVSPTSLEQYFGSAQEFFEFENKRYPLR 1265
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QSDIKSLGGHVSVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLR 1270
consensus !!!!! !!!!!*!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!! !*!! !!*!!!!!!!!

logo YLSEFVGNQP IPRLNSGMVMYSLPVLMIKANNGQTI
VALLVDQL IGSRAQIVVKP IGQQFSS IGAIAGATI LGDGQVCL I LDGQNIAR

NTDB id 37680 AOLE RS03260 WP 013196910.1 YLSEFVGNQPIPRLSGMMYSLPVLMIKANNGQTIALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIAR 1350
NTDB id 1046 H0N27 RS03130 WP 168726941.1 YLSEFVGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIAR 1355
consensus !!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QIQSTQRRHKQSLNSEATVYRQRESDERRL IMIVDDSVTVRKVTSTRLLERQGYDVVTAKDGI
VDAI EQLENIKPDLMLLDI EMPRMDGFE

NTDB id 37680 AOLE RS03260 WP 013196910.1 QIQSTRRHKSLNETVYRQRESDERRLIMIVDDSVTVRKVTTRLLERQGYDVVTAKDGIDAIEQLENIKPDLMLLDIEMPRMDGFE 1435
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QIQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPRMDGFE 1440
consensus !!!!! !!! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VLNLVRHHDLMHQHYMPI
V IMITSRTGEKHRERAFASLGVNSQYMGKPFQEEDELLEHNIDAFLFLTVATFREESELVAKS

NTDB id 37680 AOLE RS03260 WP 013196910.1 VLNLVRHHDLHQHMPVIMITSRTGEKHRERAFALGVNQYMGKPFQEEDLLHNIDAFFTTREEELA. 1500
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!!!!!!*!!*!!*!!!!!!!!!!!!!!!! !!! !!!!!!!!!!*!!*!!!! ! !* *
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X ≥ 50% conserved


