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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 376795 FRC90 RS21110 WP 011797714.1 ..MASVNKVIIVGNLGRDPEMRTFPSGDQVANVTIATTDRWRDKNTGENKEATEWHRVVFNGRLAEIVGQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG.....GAP.........Y.DEGYGQSQ...EAYQRP.. 132
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG.....GAP.........Y.EEGYGQSQ...EAYQRP.. 132
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVP.......AQQGSWGQ............P 141
NTDB id 376795 FRC90 RS21110 WP 011797714.1 EGSLRTRKWTDQSGQEKYTTEIRA....DTMQMLGSRQGMGG..GQGGGG.........YDDGGYGGG...DDGYGGG.N 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA 154
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NTDB id 1131 NGFG RS05740 WP 003695064.1 ..AQQSRQPAPDAPS.....HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ..AQQSRQPASDAPS.....HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q..QPAKQ.........HQPMQQSAP.QQYS.QPQYNEPPMDFDDDIPF 177
NTDB id 376795 FRC90 RS21110 WP 011797714.1 SAPAPARRPAPQAAAPRPAPAPRPAP.APAAQAPRAASGFDDMDDDIPF 187
NTDB id 1390 A4U84 RS00055 WP 021115958.1 TRPQPAQK....................PAAQ...AEPPMDNFDDDIPF 180
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