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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
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NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEAL..EVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDP 395
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREAL..QVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDP 395
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDL 64
NTDB id 1293 VP RS12240 WP 005479695.1 ................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPEL 64
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSL 64
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ........MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDI 72
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................MSVGLLRILVQNQVVTVEQAEHYYNESQA.GKEVLPMLFSDGVISPKSLAALIARVFSYSILDL 63
NTDB id 376791 FRC90 RS15725 WP 011796722.1 ..MADADSALKDASSIALPGLGRALISAGQLTQKVAEDIYRKSQANRSSFIAELTGSGSVSPINLAHTVSSVFGAPLLDI 78
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAF..TTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDL 72
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSAL..HTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDL 72
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NTDB id 1028 TT RS08215 WP 011173991.1 EEDPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFY 475
NTDB id 1306 DR RS10060 WP 027479822.1 IQNPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYF 470
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SRYDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLY 139
NTDB id 1293 VP RS12240 WP 005479695.1 SQYEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLY 139
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NQYEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLY 139
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NCIDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLL 147
NTDB id 1110 NGFG RS09235 WP 003689817.1 RHYPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVG 138
NTDB id 376791 FRC90 RS15725 WP 011796722.1 EAIDPLRLPRDVLDPKICQAYRVIVLSKRNNRLIVATADPTDQEAAEKIKFTTQ.....MGVDWIIAEYDKLVRLVDATT 153
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GVFDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHF 147
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DVYDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHF 147
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NTDB id 1028 TT RS08215 WP 011173991.1 GKAELSEIAKEFA..........KKQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDG 543
NTDB id 1306 DR RS10060 WP 027479822.1 GEKGFEKLNKELA..........ERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDG 540
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GRSIQGAANQGKE.ISQDELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDG 218
NTDB id 1293 VP RS12240 WP 005479695.1 GRSLSHEKSGLKE.INQEELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDG 218
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GRSLGQEKSGLKE.INQDELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDG 218
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TAKESQGLSEYVEDSGDLEGLEISADDEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDG 227
NTDB id 1110 NGFG RS09235 WP 003689817.1 SRSTS..LLQELGEGQ........EEEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDG 208
NTDB id 376791 FRC90 RS15725 WP 011796722.1 KSTTE..TMESMVSGGDFEFDDLPAQESTEAQDTAATEVEDAPIVKFLHKMLLDAFNMRASDLHFEPYEHQYRVRFRIDG 231
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VEETH.....FNFDTEELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDG 222
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEESS.....FDFNDEEFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDG 222
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NTDB id 1028 TT RS08215 WP 011173991.1 ALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIE 621
NTDB id 1306 DR RS10060 WP 027479822.1 ALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFK..KGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELE 618
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDID 297
NTDB id 1293 VP RS12240 WP 005479695.1 ILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDID 297
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDIN 297
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIE 306
NTDB id 1110 NGFG RS09235 WP 003689817.1 QLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNID 288
NTDB id 376791 FRC90 RS15725 WP 011796722.1 ELREIASPPIAIKEKLASRIKVISRLDISEKRVPQDGRMKLKVGP.DRVIDFRVSTLPTLFGEKIVIRILDPSSAKLGID 310
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGID 301
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGID 301
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NTDB id 1028 TT RS08215 WP 011173991.1 DLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFAR 701
NTDB id 1306 DR RS10060 WP 027479822.1 QLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFAR 698
NTDB id 1168 A1552VC RS11070 WP 000957200.1 KLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAE 377
NTDB id 1293 VP RS12240 WP 005479695.1 KLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAE 377
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAE 377
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSG 386
NTDB id 1110 NGFG RS09235 WP 003689817.1 QLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAA 368
NTDB id 376791 FRC90 RS15725 WP 011796722.1 ALGYEPEEKERLLHAIGRPYGMILVTGPTGSGKTVSLYTCLNLLNKPGVNIATAEDPSEINLPGVNQVNVNEKAGLTFAT 390
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAA 381
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAA 381
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NTDB id 1028 TT RS08215 WP 011173991.1 ALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVC 781
NTDB id 1306 DR RS10060 WP 027479822.1 ALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVC 778
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLC 457
NTDB id 1293 VP RS12240 WP 005479695.1 ALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLC 457
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLC 457
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLC 466
NTDB id 1110 NGFG RS09235 WP 003689817.1 ALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLC 448
NTDB id 376791 FRC90 RS15725 WP 011796722.1 ALKSFLRQDPDIIMVGEIRDLETADISIKAAQTGHLVLSTLHTNDAPTTLTRMRNMGIAPFNIASSVILITAQRLARRLC 470
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLC 461
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLC 461
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NTDB id 1028 TT RS08215 WP 011173991.1 EHCKVEVKPDPET.LRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR 858
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NTDB id 376791 FRC90 RS15725 WP 011796722.1 PACKAPADIPHET.LLEAGYREEDID.GSWVTYRPVGCSACN.NGYKGRVGIYQVMPVSEEIQRIILRDGSALEIAEQAK 547
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