
logo MLKNKRRSLS I EPFYHYWWQDRVF IAAI
TI LA I LLHI

VFVLL IHFAMPASPSEQSTKE IA I S IRPSSTENDEPVI
V
K
Q
H
QADFLAQADQQGSGATFREAH

NTDB id 37678 AOLE RS02380 WP 013196795.1 MLNRRSLSIEPFYHWWQDRVFIAATILAILLHVFVLLIHFAMPSPSEQSTKEIAISIRSSNEPVQQADFLAQADQQGSGTFREAH 85
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGAFREAH 85
consensus !! *!!!!!!!!!*!!!!!!!!!! !!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!** *** *!!!!!!!!!!!!! !!!!!

logo RMTSSDNSTPANPMPNSDASTGENAEQLESTLEQKVQQQRELKFEEKVLMTVLSWQKQADEAESQRKKAELEQLQSQFQAKAAMVASLEAQYLQRQRQ
NTDB id 37678 AOLE RS02380 WP 013196795.1 RTSSDTPNPMPNDASTGNAELESLQKVQQQRELKFEEKVLMTVLSWQKQADASQRKKELEQLQSQFQAKAAMVASLEAQYLQRRQ 170
NTDB id 1078 ABD1 RS15030 WP 000914774.1 RMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVASLEAQYLQRQQ 170
consensus ! !! *! !!! !!!!! ! !!*! !!!!!!!!!!!!!!!!!!!!!!!!!* !!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !

logo DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKRGEVRLMVI LNAQGGIRAIRLLESSGHPS IVLDEAAKAS
NTDB id 37678 AOLE RS02380 WP 013196795.1 DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLRGEVRLMVILNAQGGIRAIRLLESSGHSILDEAAKS 255
NTDB id 1078 ABD1 RS15030 WP 000914774.1 DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRLLESSGHPVLDEAAKA 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!

logo SVRRGAPFGHRFDANMKDI SELR I IVRTWRFDPAEQAEFEVH
NTDB id 37678 AOLE RS02380 WP 013196795.1 SVRRGAPFGHFDANMKDISELRIVRTWRFDPAQAEFEVH 294
NTDB id 1078 ABD1 RS15030 WP 000914774.1 SVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!! !!!!!!
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