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NTDB id 1062 ABD1 RS15720 WP 000788345.1 .....MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNVSPLQG 80
NTDB id 37675 AOLE RS01675 WP 013196717.1 MLKNGSHQGFTLIELMIVVAIIAILAAIAYPSYTQYKIRTNRTDLQAEMLRINQRLQSYKVVNHSFN.NATLDNGTASQNYPLAG 84
NTDB id 1007 ACIAD RS15000 WP 004923844.1 ...MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYA.NASLAGLGNAASYPVTG 81
consensus ***!!!!!!*!!!!!!!*!!!!!!*!!! *!*** *!***!*!**** ! !*!*!*!!* * !!** * *** *!* !
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NTDB id 1062 ABD1 RS15720 WP 000788345.1 KALYTLAFTTL.NDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGATD..CALSASSSWTE. 141
NTDB id 37675 AOLE RS01675 WP 013196717.1 TAFYTVTLAIDADNQGYLLKATPIITSIQNGNGEVCVNQDQQRYWSKGLACSLISLSNTSNWDGR 149
NTDB id 1007 ACIAD RS15000 WP 004923844.1 TAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAATA..CSLSSNSTWDGR 144
consensus *!*!!* **** ******!*!!!! ***!*!*!**!*!***!**!*!*** **!! *!*!***
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