
logo

MNKYYI
M
L
Q
H
R
F
H
N
R
M
QGFTL I ELMI

VVI
V
M
VI IVAVI FASAIA IPSYQAESQYSIRRSADNTALTSAMAVAKQSQE I

L
M

Q
LKLAGEQLEQRHYRKSQRNFTSYHKRGFTDAPTKTSYI

L
T
Y
G
L
Q

D
P
Q

K
R
T

G
S
A
G
M
Q
S
T

NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLPRG... 82
NTDB id 37674 AOLE RS01670 WP 303621105.1 ..........MGFTLIELMIVVMIVAVFAAIAIPSYQAQIRRADTAAVQQELLKLAGQLERYKSQNFSYHGFDPKYLYGQTSAMS 75
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQDKSGQT 80
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 ....................GYTI..QITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLTATAVDNDCGG 145
NTDB id 37674 AOLE RS01670 WP 303621105.1 SMDFPSS..........TNKKYTITLADVSETDATTLLASSAGLGQRWAIRAIPETAGYDALLVTSTGIKCKSKYLVAN..DLTN 148
NTDB id 1006 ACIAD RS15005 WP 004923843.1 LAKFDSTKQIVQLPLDTSNTKYTL..AVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKTWANI...... 157
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 TVTCNVCETNSENWQ 160
NTDB id 37674 AOLE RS01670 WP 303621105.1 INNYTGCATNAEKW. 162
NTDB id 1006 ACIAD RS15005 WP 004923843.1 ..SSSSCGTGSESW. 169
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