
logo MKSLPQDQELDHQKETLPSKLESQAGLPQSAPSKKKKQRFIMTNVLDEKFFLQQFNMTLDMS
N
S
NYGSWP I

LSVKITCWVI F I FFLAVCLALGYF IVVIRQPQKLDQDAIQDTNAQAQEKSNLLN
NTDB id 1012 ACIAD RS15185 WP 004923719.1 MKLDQLDKTPKESGQPKKKRMNVEKFFQQFNMLDMSNYGSWPLSVKITCWIFIFFLVCALGYFVVIRPQLDDIQTAQAQEKNLLN 85
NTDB id 37671 AOLE RS01535 WP 013196696.1 MSPDELHELSLEQAPSKKKQITLEKFLQQFNTLDMNSYGSWPLSVKITCWVFIFFAVLALGYFVVIQPKLQAIDNAQAQESNLLN 85
NTDB id 1056 ABD1 RS15860 WP 000076101.1 MSQDELQELSLEQLSAKKKKFNLDKFLQQFNTLDMNNYGSWPISVKITCWIFIFFAVLALGYFIVIQPKLQAIDNAQAQESNLLN 85
consensus !* !*! ****!** !!!*****!!*!!!!*!!!**!!!!!*!!!!!!!*!!!!*!*!!!!!*!!*!*!**!**!!!!!*!!!!

logo EFREKQDSKLRNLQQYQHLVQLEQEMRQASNFNQQLTEQLPKESTE IPGSLVEDINMLTGVSNSGLKFKNIRLENDEVKQEFI F I EQP IASTMIEATGDYH
NTDB id 1012 ACIAD RS15185 WP 004923719.1 EFREKQSKLRNLQQYQHQLEEMRASFNQQLTQLPKESEIPGLVEDINMTGVNSGLKFKNIRLENEVKQEFFIEQPISIEATGDYH 170
NTDB id 37671 AOLE RS01535 WP 013196696.1 EFREKDSKLRNLQQYQLQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVSSGLKFKNIRLEDEVKQEIFIEQPITMEATGDYH 170
NTDB id 1056 ABD1 RS15860 WP 000076101.1 EFREKDSKLRNLQQYQVQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQPIAIEATGDYH 170
consensus !!!!!*!!!!!!!!!!*!!*!!*!*!!!!!*!!!!!*!!!*!!!!!!*!!!*!!!!!!!!!!!*!!!!!*!!!!!!**!!!!!!!

logo AFGAFVSGS IAALPR IVTLMHDFTVI
V
D
E
V
A
A
K
S

Q
P
A
S
VKDENSKTSDIPEVVLDNYASVIKAKTYRYI

M
VGVADTVDENQTAGSNEAHQTSAEGKNVANQPAANSTASATVASTPTNPVASQSGTAGTNTTVQSPK

NTDB id 1012 ACIAD RS15185 WP 004923719.1 AFGAFVSGIAALPRIVTLHDFVIEAKQSK.EKTDIPEVDYAVKAKTYRYIGVDEQGNASAVQANTSTTTPAQGGT..P. 245
NTDB id 37671 AOLE RS01535 WP 013196696.1 AFGAFVSSIAALPRIVTMHDFVVEAAPVKDSKSDIPVLNYSIKAKTYRYMGAVENAEHSENNASASVAPVSSTANTQSK 249
NTDB id 1056 ABD1 RS15860 WP 000076101.1 AFGAFVSSIAALPRIVTMHDFTVDVSPAKDNKSDIPVLNYSIKAKTYRYVGATDTSEQTGKAPAASASTN...TTVQPK 246
consensus !!!!!!!*!!!!!!!!!*!!!**** * !* !*!!!***!**!!!!!!!*!* **** ** ** *! ** ** ***

X non conserved

X similar

X ≥ 50% conserved


