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NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK......KTNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALDIALGAGGYPKG 73
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK......PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK......PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK......PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK......PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK......PKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK......PKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK......LKKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPKG 72
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR......IKKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPKG 72
NTDB id 115 BSU 16940 NP 389576.2 ......................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALDTALGIGGYPRG 57
NTDB id 625 LCA RS02525 WP 011374196.1 ....................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALDEALGVGGYPRG 59
NTDB id 1313 DR RS12030 WP 010888966.1 ........MSKDATKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLSLDLALGVGGIPRG 71
NTDB id 376602 FQN59 RS19015 WP 087343863.1 .MAKEENLFEEKAKEEGGKPAANTDKLKALRAAMDKIEKNYGKGSIMKLGDESIE.DIEVIPTGSIALNAALGVGGYPKG 78
NTDB id 1334 RA0C RS04870 WP 004918236.1 .............MAKTETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLDLALGVGGYPKG 67
NTDB id 1245 Cj1673c YP 002345041.1 .....................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVGLDLALGIGGVPKG 58
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ...................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLDLALGIGGVPKG 60
NTDB id 1211 C694 RS00795 WP 000963128.1 ...................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLDLALGIGGVPKG 60
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKK...SSKNNTVVKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLGLDLALGIGGLPMG 75
NTDB id 1130 NGFG RS03960 WP 003688695.1 .....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRG 59
NTDB id 1124 NGFG RS03960 WP 003688695.1 .....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRG 59
NTDB id 1123 OK783 RS03845 WP 003688695.1 .....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRG 59
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG...........KKAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLGLDVALGVGGLPRG 67
NTDB id 1165 A1552VC RS01565 WP 000344154.1 .....................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPMG 58
NTDB id 1142 GTF74 RS11550 WP 000344154.1 .....................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPMG 58
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .....................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPKG 58
NTDB id 1074 ABD1 RS10195 WP 000344167.1 .....................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPKG 58
NTDB id 1205 PSJM300 05545 AFN77183.1 .....................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLDIALGIGGLPKG 58
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NTDB id 600 KW2 RS01765 WP 011675413.1 RIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAEKLITSGAVD 153
NTDB id 269 KZH43 RS08665 WP 001085462.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 228 SPD RS09265 WP 001085462.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 194 SPR RS08825 WP 001085462.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 159 SP RS09750 WP 001085462.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 499 SM12261 RS08315 WP 078228268.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 527 SMSK321 RS11065 WP 001085454.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 453 Spy49 1753c ACI62003.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 408 SMU RS09530 WP 002262392.1 RIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 115 BSU 16940 NP 389576.2 RIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAEALVRSGAVD 137
NTDB id 625 LCA RS02525 WP 011374196.1 RIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIADALVSSGAVD 139
NTDB id 1313 DR RS12030 WP 010888966.1 RITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIMELLVRSGAID 151
NTDB id 376602 FQN59 RS19015 WP 087343863.1 RIVEIYGPESSGKTTIAIHAIAEAQKKGGIAAFIDAEHAFDRFYAEKLGVDVENLWISQPDNGEQALEIAEQLIRSSAVD 158
NTDB id 1334 RA0C RS04870 WP 004918236.1 RIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIADSLIRSGGVD 147
NTDB id 1245 Cj1673c YP 002345041.1 RIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIVETIARSGAVD 138
NTDB id 1214 NCTC11637 00359 SQJ03206.1 RIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGID 140
NTDB id 1211 C694 RS00795 WP 000963128.1 RIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGID 140
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEICDALVRSGAVD 155
NTDB id 1130 NGFG RS03960 WP 003688695.1 RIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGID 139
NTDB id 1124 NGFG RS03960 WP 003688695.1 RIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGID 139
NTDB id 1123 OK783 RS03845 WP 003688695.1 RIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGID 139
NTDB id 1427 RS RS02760 WP 011000510.1 RVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIADALVRSGSVD 147
NTDB id 1165 A1552VC RS01565 WP 000344154.1 RIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAVD 138
NTDB id 1142 GTF74 RS11550 WP 000344154.1 RIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAVD 138
NTDB id 1022 ACIAD RS06390 WP 004925639.1 RIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIADMLVRSGAID 138
NTDB id 1074 ABD1 RS10195 WP 000344167.1 RIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIADMLVRSGAID 138
NTDB id 1205 PSJM300 05545 AFN77183.1 RIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITDMLVRSNAVD 138
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NTDB id 600 KW2 RS01765 WP 011675413.1 LVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FGSPETTPGGRALKFY 232
NTDB id 269 KZH43 RS08665 WP 001085462.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 228 SPD RS09265 WP 001085462.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 194 SPR RS08825 WP 001085462.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 159 SP RS09750 WP 001085462.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 499 SM12261 RS08315 WP 078228268.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 527 SMSK321 RS11065 WP 001085454.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 453 Spy49 1753c ACI62003.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFY 231
NTDB id 408 SMU RS09530 WP 002262392.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FGNPETTPGGRALKFY 231
NTDB id 115 BSU 16940 NP 389576.2 IVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FGNPETTPGGRALKFY 216
NTDB id 625 LCA RS02525 WP 011374196.1 ILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FGNPEVTPGGRALKFY 218
NTDB id 1313 DR RS12030 WP 010888966.1 VVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM.YGNPETTTGGRALKFY 230
NTDB id 376602 FQN59 RS19015 WP 087343863.1 IIVIDSVAALTPKAEIEGDMGDSKMGLQARLMSQALRKLTAAINKTNTTCIFINQLRDKIGVM.FGNPETTTGGNALKFY 237
NTDB id 1334 RA0C RS04870 WP 004918236.1 IVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FGSPETTTGGNALKFY 226
NTDB id 1245 Cj1673c YP 002345041.1 LIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMGYGTPETTTGGNALKFY 218
NTDB id 1214 NCTC11637 00359 SQJ03206.1 LVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNALKFY 220
NTDB id 1211 C694 RS00795 WP 000963128.1 LVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNALKFY 220
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM.FGNPETTTGGNALKFY 234
NTDB id 1130 NGFG RS03960 WP 003688695.1 MVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFY 218
NTDB id 1124 NGFG RS03960 WP 003688695.1 MVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFY 218
NTDB id 1123 OK783 RS03845 WP 003688695.1 MVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFY 218
NTDB id 1427 RS RS02760 WP 011000510.1 LIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM.FGSPETTTGGNALKFY 226
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGNALKFY 217
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGNALKFY 217
NTDB id 1022 ACIAD RS06390 WP 004925639.1 LIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNALKFY 217
NTDB id 1074 ABD1 RS10195 WP 000344167.1 LIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNALKFY 217
NTDB id 1205 PSJM300 05545 AFN77183.1 VIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FGSPETTTGGNALKFY 217
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NTDB id 600 KW2 RS01765 WP 011675413.1 ASVRLDVRGSTKIEEGSGD.NKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEGIIKKSGAWFAY 311
NTDB id 269 KZH43 RS08665 WP 001085462.1 ASVRLDVRGNTQIKGTGDQ.KETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSY 310
NTDB id 228 SPD RS09265 WP 001085462.1 ASVRLDVRGNTQIKGTGDQ.KETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSY 310
NTDB id 194 SPR RS08825 WP 001085462.1 ASVRLDVRGNTQIKGTGDQ.KETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSY 310
NTDB id 159 SP RS09750 WP 001085462.1 ASVRLDVRGNTQIKGTGDQ.KETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSY 310
NTDB id 499 SM12261 RS08315 WP 078228268.1 ASVRLDVRGSTQIKGTGDQ.KDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSY 310
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ASVRLDVRGSTQIKGTGDQ.KDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSY 310
NTDB id 453 Spy49 1753c ACI62003.1 ASVRLDVRGTTQIKGTGDQ.KDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLDIIQKAGAWFSY 310
NTDB id 408 SMU RS09530 WP 002262392.1 SSVRLDVRGNTQIKGTGEQ.KDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLGIIQKAGAWYSY 310
NTDB id 115 BSU 16940 NP 389576.2 SSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELDIVQKSGSWYSY 291
NTDB id 625 LCA RS02525 WP 011374196.1 STVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKDIINKSGSWYSY 293
NTDB id 1313 DR RS12030 WP 010888966.1 ASVRLDVRKI....GQPTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAADMDIIKKAGSFYSY 306
NTDB id 376602 FQN59 RS19015 WP 087343863.1 ASVRLDIRSI....GKLKD.GDEIKGNQVRVKVIKNKVAPPFRKAEFDIMFGQGISRSGEIIDLGSELNIIKKSGSWYSY 312
NTDB id 1334 RA0C RS04870 WP 004918236.1 ASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLDIIQKSGSWFSY 306
NTDB id 1245 Cj1673c YP 002345041.1 ASVRLDVRKV....ATLKQ.NEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVKLDIVDKSGAWFSY 293
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ASVRIDIRRI....AALKQ.NEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWLSY 295
NTDB id 1211 C694 RS00795 WP 000963128.1 ASVRIDIRRI....ASLKQ.NEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWLSY 295
NTDB id 1389 A4U84 RS07560 WP 021112712.1 ASVRLDIRRC....GVVKD.GDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEANGFIKKSGAWFSY 309
NTDB id 1130 NGFG RS03960 WP 003688695.1 SSVRLDIRRT....GSIKK.GEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWYSY 293
NTDB id 1124 NGFG RS03960 WP 003688695.1 SSVRLDIRRT....GSIKK.GEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWYSY 293
NTDB id 1123 OK783 RS03845 WP 003688695.1 SSVRLDIRRT....GSIKK.GEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWYSY 293
NTDB id 1427 RS RS02760 WP 011000510.1 ASVRLDIRRI....GSIKK.GDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVEAKVVEKSGAWYSY 301
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ASVRLDIRRT....GAIKE.GEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAWYSY 292
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ASVRLDIRRT....GAIKE.GEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAWYSY 292
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ASVRLDIRRI....GQVKE.GDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQNIVQKAGAWYSY 292
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ASVRLDIRRI....GQVKE.GDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQDIVQKAGAWYSY 292
NTDB id 1205 PSJM300 05545 AFN77183.1 ASVRLDIRRT....GAVKE.GDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQGLVEKSGAWYAY 292
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logo

D
E
G
Q
K
N
E
S
G
D
S
D
N
A
K
T
E
R
KLIGQGARSKANDEATKNCSTVAAVCIRKENQRVAKCLFWYFVILREAKDERDHNAENQKPADQEMVLIGMESFAALRTEKQDDKMTEVLIQSRTEDDNEQRLHAKAELNRVQKLVI FMQKRDNSVAETHMLSAQKHMINYFLAKQRLGI

N
T
A
S
V
L
D
G
S
K
L
P
T
E
N
I

A
K
S
G
N
P
M
E
D

D
S
T
V
A
M
H
E
N
G

P
D
M
N
G
S
E
I

A
G
N
S
M
V
Q
T
E
I
T
A
E
V
D
P
Q
E
A
S

A
L
Q
S
E
LAAGK

T
V
E
L
P

K
S
T
V
I
L
A
G

E
L
Q
P
A
T

K
E
P
S
T
A
D
Q

H
I
M
Q
V
A
E
T
D
D
A
P
S
T
E

D
V
S
T
E
K
S
V
T
A
N
D

N
Q
S
T
A
L
G
E
K

A
D
K
E
E
Q
S
D
A
I
K
L
R
D
E
A
S
T
M
P
V

K
N
D
E
A
V
I
L
F

K
E
G
L
E
V
A
P
D
A
E
K
D
T
Q
K
D
S
V
E
T
D
E
K
S
A
AF
V
A
L
S
E
P
V
D
S
T
N
E
D
K
S
E
D
N
F
E
I
L
V
A
E
V
T
PLEDLEDG

NTDB id 600 KW2 RS01765 WP 011675413.1 NDEKIGQGAEKAKNYLKEHQDVFDEIDHKVRAAHGLLDDSEVAE.....TEEETTASKTKAKAKKEEKAVETEEIELELE 386
NTDB id 269 KZH43 RS08665 WP 001085462.1 KDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSE.....QDTENKKDE....PKKEEA..VNEEVPLDLG 379
NTDB id 228 SPD RS09265 WP 001085462.1 KDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSE.....QDTENKKDE....PKKEEA..VNEEVPLDLG 379
NTDB id 194 SPR RS08825 WP 001085462.1 KDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSE.....QDTENKKDE....PKKEEA..VNEEVPLDLG 379
NTDB id 159 SP RS09750 WP 001085462.1 KDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSE.....QDTENKKDE....PKKEEA..VNEEVPLDLG 379
NTDB id 499 SM12261 RS08315 WP 078228268.1 KDEKIGQGSENAKKYLADNPEIFDEIDHQVRVQFGLIDGEEIAE.....S....KKDE....AAQVDS..VNEEVTLDLG 375
NTDB id 527 SMSK321 RS11065 WP 001085454.1 KDEKIGQGSENAKKYLADNPEVFAEIDHQVRVQFGLIDGEEAAE.....S....KKDE....VAQVDS..VNEEVTLDLG 375
NTDB id 453 Spy49 1753c ACI62003.1 NGEKIGQGSENAKRYLADHPQLFDEIDRKVRVKFGLLEESEEES.....AMAVASE.......E.......TDDLALDLD 371
NTDB id 408 SMU RS09530 WP 002262392.1 NGEKIGQGSENAKKFLADNPEIFDDIDHKVRVQYGLIEEDNTEE.....KQSSKEK.......ETDEK..ADKNLVLELD 376
NTDB id 115 BSU 16940 NP 389576.2 EEERLGQGRENAKQFLKENKDIMLMIQEQIREHYGLDNNGVVQQ.....QAEETQEEL.EFE.E................ 348
NTDB id 625 LCA RS02525 WP 011374196.1 GSERIGQGRENAKNYLADHEDVEDEVRLKVRAAYGISDVPEEDL.....PTTEDE.QI.NILPDDST.....EE...... 355
NTDB id 1313 DR RS12030 WP 010888966.1 GDERIGQGKEKTIAYIAERPEMEQEIRDRVMAAIRAGNAGEAPALAPAPAAPEAAE.A...................... 363
NTDB id 376602 FQN59 RS19015 WP 087343863.1 NDTKLGQGRDAAKQCVEDNPELADELSELIFDALKANK.......................................... 350
NTDB id 1334 RA0C RS04870 WP 004918236.1 QDTKLGQGRDTVKELIKDNPELAEELEAKIREKLQAK........................................... 343
NTDB id 1245 Cj1673c YP 002345041.1 KDKKLGQGRENSKAFLKENPEIADEITKAIQNSMGIEGMIS.....GSEDDE..GE.E...................... 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 QDKKLGQGRENAKALLKEDKALADEITLKIKESIGSNEEIM.....PLPDEP..LE.EME.................... 347
NTDB id 1211 C694 RS00795 WP 000963128.1 QDKKLGQGRENAKALLKEDKALADEITLKIKESIGSNEEIM.....PLPDEP..LE.EME.................... 347
NTDB id 1389 A4U84 RS07560 WP 021112712.1 DGTKIGQGKNNAVKWLKENPEIADKLEQEIRNTLASNPNSV.....LKATASDSND.ESDVEE......FSEEEL..... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 NGAKIGQGKDNVRVWLKENPEISDEIDAKIRALNGVEMHIT.....EGTQDETDGE.R............PEE....... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 NGAKIGQGKDNVRVWLKENPEISDEIDAKIRALNGVEMHIT.....EGTQDETDGE.R............PEE....... 348
NTDB id 1123 OK783 RS03845 WP 003688695.1 NGAKIGQGKDNVRVWLKENPEISDEIDAKIRALNGVEMHIT.....EGTQDETDGE.R............PEE....... 348
NTDB id 1427 RS RS02760 WP 011000510.1 NGERIGQGRDNCREFLRENAELAREIENKVREHLGVTPMGA.....VTLA.EEVEE.D...................... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 NGDKIGQGKANACKYLKENPEIAKTLDKKLREMLLNPENMQ.....LIAETSSAAD.DVEFGA......VPEEF...... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 NGDKIGQGKANACKYLKENPEIAKTLDKKLREMLLNPENMQ.....LIAETSSAAD.DVEFGA......VPEEF...... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 QGNKIGQGKNNVIRYLEENPQISTEIEAVIREQLLTKASDQ.....TAA.HDETEE.EPDLL........ES........ 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 QGNKIGQGKNNVIRYFEENNQIAEEIERNIREQLLTTGTNG.....AVQ.I.EDEE.EPDLL........LES....... 349
NTDB id 1205 PSJM300 05545 AFN77183.1 KGSKIGQGKANAAKYLEENPEIGQEIEQQIRAKLLVTSANT.....KATPVAEDLA.DADI................... 347
consensus **!!!***** ** ***** **** ** **



logo

N
D
G
T
E
I
LELI EDI EE

NTDB id 600 KW2 RS01765 WP 011675413.1 D........ 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 DELEIEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 DELEIEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 DELEIEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 DELEIEIEE 388
NTDB id 499 SM12261 RS08315 WP 078228268.1 DELEIEIEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 DELEIEIEE 384
NTDB id 453 Spy49 1753c ACI62003.1 NGIEIED.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 DTIELED.. 383
NTDB id 115 BSU 16940 NP 389576.2 ......... 348
NTDB id 625 LCA RS02525 WP 011374196.1 ......... 355
NTDB id 1313 DR RS12030 WP 010888966.1 ......... 363
NTDB id 376602 FQN59 RS19015 WP 087343863.1 ......... 350
NTDB id 1334 RA0C RS04870 WP 004918236.1 ......... 343
NTDB id 1245 Cj1673c YP 002345041.1 ......... 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ......... 347
NTDB id 1211 C694 RS00795 WP 000963128.1 ......... 347
NTDB id 1389 A4U84 RS07560 WP 021112712.1 ......... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 ......... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 ......... 348
NTDB id 1123 OK783 RS03845 WP 003688695.1 ......... 348
NTDB id 1427 RS RS02760 WP 011000510.1 ......... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ......... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ......... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ......... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ......... 349
NTDB id 1205 PSJM300 05545 AFN77183.1 ......... 347
consensus

X non conserved

X similar

X ≥ 50% conserved


