
logo

MSEQNKAKA
M
L
S
D
P
D
NRNTEHI

LEEAKSYTWDRLETDTI FAQTDADEWEKTEFYEQAS ITKVEQDLLKPKALSTAEFYAKGHKLGLDSADKNLLEGALTEQLYEYDMES ILMSMRRLEGKI
LY

NTDB id 376488 FQZ25 RS12375 WP 000003348.1 MSEQNKAKALPDRNEIEEASTWRLEDIFQTDAEWEKEFQAIKELLPKLTEFKGKLGDSADNLLEALQYEDEISMRLGKLY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ........MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIY 72
consensus ******** * ! **!! !! ! !! !!!*!! !* !*! * * !*! !!! !!! ! * !! !*!

logo

T
VYAHSMKRNYDQDTTNVGSLVYQAELYNQADKRASTNLYSQLVSESASFTAYFI EVPEFI LMAS ILDSDEDKKTLAQETFKLEKEQENPRDGLGSLVYDEHAYFLEER I

L
L
T
A
R
N
Q
K
R
D
PHVLSEQAE

NTDB id 376488 FQZ25 RS12375 WP 000003348.1 TYAHMRYDQDTTNSVYQALNDRATNLYSQVSSSTAYIVPEILSISEDTLQTFLKENRDLSVYEHALEEITRQRPHVLSEA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VYASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQE 152
consensus !!*!* !!!!! *!! * *!*!!!!!*! !! !! * * * ! ! * ! *!*! ! * ***!!!!

logo

A
EEAELLAAEAGSDE I

V
F
M
N
S
G
S
P
S
S
T
D
NTFGNMVLDNNADI

L
K
LFPSWI

V
K
S
D
G
E
G
D
QGDEEVI

VE I
LTHGNRFYIQTFLLMESDKDPRDR I

VRKDGAFYEKAMVYEGTYEGKQFKQHNTFYAQST
NTDB id 376488 FQZ25 RS12375 WP 000003348.1 EEALLAEASEVMSSSSNTFGMLNNADLKFPSIKGEDGEEIEITHGRYIQFLESDDPRVRKDAFKAVYETYGKFKNTFAST 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQT 232
consensus ! !!! ! ** ** !! *! !!!* !! * !* *!*!!! *! *!! !* *!! !* !*! !! ! *!*! !

logo LQSGAVVKRVHNNFYNQAKRVRHKYDNSARHQAALASANNFNIPEASVYDQSLLVESTVNDKHNLHPLLHRYI
LDI

LRKKRAVLGLDELHKMYDLVYTPLSVEPETVEKMT
NTDB id 376488 FQZ25 RS12375 WP 000003348.1 LSGAVKRNNFNARVRKYDSARQAALSNNNIPEAVYDQLVETVNDNLHLLHRYIDIRKRALGLDELHMYDLYTPLVPEVKM 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LQGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ET 311
consensus ! ! !! *!**!*!!*! !!!*!!! ! !!! !!! !*!*!! *! !!!!!*!*!!* !!!!!!*!!!*!!!! * *

logo

A
N
L
V
K
TYEEASLQDKKLALELEKSVLANI

V
F
LGDEEYSVDKGI LVHKAEAFYETENRWI

VDVHYEPNKGKRSGAYSGSGAYDGTNAPFYI
MLLMNWHQDNTLVDNNLFTLAVHEFTGHS

NTDB id 376488 FQZ25 RS12375 WP 000003348.1 NVKYEEAQDLLLKSLNVLGDEYVDILKEAYENRWVDVYENKGKRSGAYSSGAYGTNPYILMNWHDNVNNLFTLAHEFGHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHS 391
consensus * !!! ! * !*!! ** !* !!*!!**!!!!!!!!!! !!! !!***!*!!*! * !!!!! !! !!!

logo

L
VHSTYFYTRKQTQPHYVYGDYPS I FLVAE I

VASTCTNEANI
LLNTDETYLLKETTVEKDDKKETRFLAYI

LLNHYLDEGFKRGTVFRQTMQFAEFEHAI IHEKAKDVAQ
NTDB id 376488 FQZ25 RS12375 WP 000003348.1 VHSYYTRKTQPHVYGDYSIFVAEVASTCNEALLNDYLLKTTEDKKERLYLLNHYLEGFRGTVFRQTMFAEFEHIIHKKVQ 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LHSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADA 471
consensus *!! *!! !!!*!!!!!*!!*!!*!!!*!! *! * !!! ! ! ! *!!!!!*!!*!!!!!!! !!!!!! !!

logo

E
SGHQAI LVTAPDFML

M
N
T
E
K
I
LYAYDLNEKKYFYGNDLAKALEVDIDNEYE IGQFLEWESR IPHFYMYNYYVYQYATGFASAASTAYLASEKKQI LVEHEGGTEQEPADKVEARYI L

N
E
T
F
Y

NTDB id 376488 FQZ25 RS12375 WP 000003348.1 EGHAVTPDMLTEIYYDLNKKYFGDALVIDEEIGLEWSRIPHFYYNYYVYQYATGFSAATALSKQILEEGQPAVERYINEF 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAY.LTY 550
consensus !* *!*! * *! !!! !!* !! !! !!!!!! !!!!!!!!!!! !!* ! !** * ! !* *



logo LKAGSSDYP I
LEVI

LKKAGVDMATNSPTDEPYLVDKAEAFLKQVFEDEKRLNVELEALLVEFEKEGKVHLS
NTDB id 376488 FQZ25 RS12375 WP 000003348.1 LKAGSSDYPIEVLKKAGVDMASPEPVKEALQVFEEKLNELEALLFEEK... 608
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!!!!!!*!!*!!!!!!! **** ! !!!**! !!!!!* ***

X non conserved

X similar

X ≥ 50% conserved


