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NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENA.VNEGAVPTKLSDV.. 69
NTDB id 1292 VP RS12235 WP 005479693.1 ...MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELH.YQENGIA........ 68
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEA.LSRGWSVKSGTGTED 71
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQA.ISEGHTPSLVSSLP. 74
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTS.AG 72
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPS.TA 71
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQ....SDLS.VG 75
NTDB id 376337 FQU71 RS07980 WP 150866160.1 .........MKQKGFTLIELMIVVAIIGVLAAIAIPAYQDYVVRARVTEGLSLASAAKTTVSENASS....GAAQLS.QG 66
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAA.TG 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAA.TG 70
consensus **!!*!!!!!!!*!!*!*!!!*!*!*!**!**** ****** * ** *** * * * *

logo

G
N
S
V
W
A
Y

T
A
S
V
I
K
V
A
S
C
K
T
F
P
D
E
L
V

A
S
V
G
A
F
Q
V
P

I
N
Q
T
L

D
E
G
F
L
V
I
A
G
K
S
T
D

V
G
A
D
A
K
S

N
Y
T
A
F
P
Q
S
V
A
N

A
K
S
T
D
K
V
Y

K
T
C
L
P
A
I
G
N
A
G
T
V
Q
S
V
Y
I
A

A
D
N
T
S

A
S
L
I
A
D
I
K
T

A
C
I

F
G
P
V
A

D
E
G
T
A
E
P
T
I
V
A
D
E
T
G
L
N
P
S
V
D
T

D
K
S
V
G
A
G
P
A
N
T
A
G
A
D
K
Q
S
V

P
V
I
I
N
T
A
C
L
V
I
A
T
L
T
M
F
K
L
D
T
Y
A
F
M
Q
S
T
D
N
S
G
T
A

GGMVADGPNDNSPELRSK
A
F
N
I
A
D
N
Q
A
G
K

T
G
A
I
G
K
K
N
I
T
M
V
L
I
A
E
I
S
V
T
F
I
M
L
A
V
TRPDRTTVYLSAAGIQAGNTALPQAVWSGARSPRAESPAGTSNDQATGI

P
S
T
A
D
S
I
G
V
A
G
K
M
L
TWDFSKTCAGLVYTAQTVGPS

NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........GFTAATSSVCATYSIDAFTETDGAGKITCTLK...GNPKIATKIVELTR.S............TDGAWTCVS 125
NTDB id 1292 VP RS12235 WP 005479693.1 AAATLAQLGVDVAAN.DLGAIDSA.....LAGGSPTLTFTFD.ADSSIDGGILTFTRDA............AT.GWSCLP 128
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