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NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIAL.LAAMFA..PALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKL.. 74
NTDB id 376330 FQU71 RS05955 WP 150865980.1 ....MQRIVVFLILIGMSLGLAFAQNNTLISVKVIPLPEEKLRIDFIFAHPVKKQPGNFVIENPARIVIDFVDTNLQLPT 76
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ....MRKIIAILILISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPS 76
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ....MRKIIAILILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPS 76
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 GTKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPK 154
NTDB id 376330 FQU71 RS05955 WP 150865980.1 EQKTKEIKFGSLASYTLVTVGARVRAVLDLKYAVPYLGSVSGRVYTIILNGKSNELFQAP.............KEMLITN 143
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENS.............KEVFITN 143
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENS.............KEVFITN 143
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 PYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSD 234
NTDB id 376330 FQU71 RS05955 WP 150865980.1 RPVKTSYEITHFDFRGVERQAGRAVVDVSSASIPIDVEEHDKEIIVKFLNTKVPQNLRKRFDVSDFRSPVNLITLQQDGK 223
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGK 223
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGK 223
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 RTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTV 314
NTDB id 376330 FQU71 RS05955 WP 150865980.1 NARMTLMGDRYFGHNIYQINKQFMVDVFPLTQEEIEQEKLKKQVFSGRRISLNFQNISIRSVLQLLADFTGINIVASDRV 303
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKV 303
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKV 303
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 QGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAK 394
NTDB id 376330 FQU71 RS05955 WP 150865980.1 QGNITLRLNNIPWDQALDIILKTQGLAQRQNGNVMVIDTQKSFNDMEEQQLKSQHKIQRLEPVRSELIQINYAKATDLAI 383
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 LFQSVTSDGGQEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGA 474
NTDB id 376330 FQU71 RS05955 WP 150865980.1 LIKD.....RQNSLLSDKGKVSVDTRTNTIWIQDSGSRVDEVRKLIKELDVPVKQVLIEARIVEVTKDFAQDLGIRWGVS 458
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIKD.....KQNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVS 458
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIKD.....KQNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVS 458
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 YHKGNWSGYGKDGNIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKDATSGIGIGFITDNIILDLQLSAMEKTG 554
NTDB id 376330 FQU71 RS05955 WP 150865980.1 KPQH.LSGTLAGANQLAQGVAPADVTPFTDRLNLD.......LVAAPLTKANPATVGIALAQLGDNILLDLELSALESEG 530
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RPTH.LSGTLEGANELARGTAPANVVPLERRLNLD.......LAAAPLTGATPASVGIALAKLNDNILLDLELSALESEG 530
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RPTH.LSGTLEGANELARGTAPANVVPLERRLNLD.......LAAVPLTGATPASVGIALAKLNDNILLDLELSALESEG 530
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TPQITPDGNRKI ILVMEDVLKQVITNKQDALTAPDLSYPNQNQMTLYFLNGV
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGATSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGV 634
NTDB id 376330 FQU71 RS05955 WP 150865980.1 LAELISSPRLITANQQPALIDSGQEIPYQQSTSSGATAVAFKKAVLSLKVIPQITPDNKILMDLKINQDLALPNQTYNGV 610
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RAELISSPRLITTNQQAAVIESGEEIPYQEATSSGATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGV 609
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RAELISSPRLITTNQQAAVIESGEEIPYQEATSSGATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGV 609
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LGGVI FYQSKNQEDQKNSKSTVVI ETNKR I
VPFLFGQELPYVLVGNRI LFKRSRNDTRTQVIGTDVLHRKKNDNEELLVI FLITPKR IMINTNQSAAL ISAI ITTI

NTDB id 1193 PAKAF RS26665 WP 003161249.1 PPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAI.. 712
NTDB id 376330 FQU71 RS05955 WP 150865980.1 PAIATKEIQTNVLVSNGQTIVLGGIYQQDKSKTITRVPFFGQLPVVGNLFKNTQIGVHNDELLIFITPKIITNSLSITTI 690
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTI 689
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTI 689
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logo EGRNEPKVDRVFYDKEK
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .GR........ 714
NTDB id 376330 FQU71 RS05955 WP 150865980.1 EGRNPVRFDEK 701
NTDB id 1284 ACE17W RS12370 WP 010946666.1 EGREKDVYK.. 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EGREKDVYK.. 698
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