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NTDB id 376320 FQU71 RS03355 WP 003633239.1 EELKKVKRVLQKLSPDAPHETMLILDASIGQNALVQARQFNEAIGLTGVTMTKLDGTAKGGILFAIANELGIPFRYIGIG 327
NTDB id 1118 NGFG RS11455 WP 003696286.1 EEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVG 397
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