logo

NTDB id 37629 HMPREF0837 RS10145 WP 001291293.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1

NTDB id 328 STU RS16110 WP 002951426.1

NTDB id 296 STER RS06910 WP 011681415.1
consensus

logo

NTDB id 37629 HMPREFO0837 RS10145 WP 001291293.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1

NTDB id 328 STU RS16110 WP 002951426.1

NTDB id 296 STER RS06910 WP 011681415.1
consensus

logo

NTDB id 37629 HMPREF0837 RS10145 WP 001291293.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1

NTDB id 328 STU RS16110 WP 002951426.1

NTDB id 296 STER RS06910 WP 011681415.1
consensus

logo

NTDB id 37629 HMPREF0837 RS10145 WP 001291293.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1

NTDB id 328 STU RS16110 WP 002951426.1

NTDB id 296 STER RS06910 WP 011681415.1
consensus

AL PR IETESLVE S TR DTS Ik

MBEKLVE KD EISFGEGHKKFVAV NANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNG IIFDGNKINGIEES |3
MPEKLVEVKDVEISFGEGHKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGEILSHS
MPEKLVEVKDVEISFGEGRIKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS
MPEKLVEVK VEISFGEGKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS

F@%NWW%HMMWMM@&WMMW%BWW

EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG
EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG

AL U IRRALIURRAEL UYL LV ORAL A VERETEE

TARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN

TARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN
IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN

\

D | ALK

WWWWWMMEW

308
309
309
309

X non conserved
B similar
>50% conserved

160
160
160
160

240
240
240
240



