
logo MLAELS IKNFAI I EESLSTLVSFDEKRGLTVLTGETGAGKS I I IDA IHSLL IVGGRGSASEFVRFYGAEAEKAE I
LEGLFLLDEDSDGRHPCVLWGQKV

NTDB id 376223 FP515 RS12905 WP 011231871.1 MLAELSIKNFAIIESLSLSFDKGLTVLTGETGAGKSIIIDAIHLLIGGRGSAEFVRFGAEKAEIEGLFLLDDDRHPCWQK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
consensus !!!!!!!!!!!!!! !**!!**!!!!!!!!!!!!!!!!!!!!*!!*!!!!! !!!!*! !!!*!!!!!!* * !!*

logo CADEQVGIDAVSDEGMIVLMRRDI FSATNSGKSVCR I
VNGKLVTI

TASVLRDE IGARLTLLVDIHGQHDEHNQELLMDEDPESNRHLPQLLDEKFAGGALEAVAEESAL
NTDB id 376223 FP515 RS12905 WP 011231871.1 CADVGIDASDGMIVLRRDIFANGKSVCRINGKLVTTAVLRDIGATLVDIHGQHEHQELMDPSRHLPLLDEFGGLEAAEAL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus !!* !!! !! !!!*!!!! !!!!!!*!!!!!! ! !!*!! !*!!!!!!**! !!** !!*!!! !*! ! !!

logo

A
K
R
TYQRAEGVYEQRYEVEKLGLKNKLKKQLSENSEQEQMAHRLDL ILQTFQLERE I EQSAAKLELPGNEDEQRLMQEEKRQVQRI SVNFEQKIYETASLQKNASYENALRSGS

NTDB id 376223 FP515 RS12905 WP 011231871.1 ARYRAVYERYEELGNKLKKLSENEQQMAHRLDLLTFQLREIEQAALEPGEDERLMEEKVRIVNFQKIYTALQKSYEALSG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus ! ! !! ! !!! !!! !! !!!!!!!* !!! !!! ! !!* !!! ! !!* ! !! !!! !! ! !!

logo EGQGRGLDSWI
VGEMAMSARHQLDEDI

V
A
S
D
G
I
M
D
N
A
E
A
PLKDKAMHSESTTVASNCSYYLLEDEAVMTFYKQLMRDNMQI

L
D
EELMEFYDPERLDNAYI ESTRLANE IGKQLKRKYGAT

NTDB id 376223 FP515 RS12905 WP 011231871.1 EGRGLDSIGEAMRHLDDVAGMDAALKDAHETTANCYYLLEEVMYKLRDQIEEMEYDPERLDAIESRLAEIGQLKRKYGAT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus ! !!! *! ! *!*!* * *!! *!* !*!!!!!* * *! **!*!*!!!!! !!*!! !! !!!!!!!!!

logo

I
V
A
EDI LEHYAESKTIAEEE IDEQTI ENRDESTHLVHQESLKKQEQLADLSVGTDKDELVALTVEAAKNVSTAQI

VRKQTW
YAKRKRLAIDEER IHQRELKDSLYMDEKSTKTFDI

T
E
VFAK

NTDB id 376223 FP515 RS12905 WP 011231871.1 IADILHYAETIAEEIETIENRETHVHELKQQLALVTDELLTEAKNVTAVRQTYARRLIERIHQELKDLYMDKTKFDIVFA 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus * !!!*!! ! !!!* !!!!**!** !! ! ! ** !! !!* *! !*!**! * !! !!! !!!*!* !! !

logo

K
VRETAGSRNELDEAPLVDNGQVPVQRFLQTEDQGIDLVVEKFLYI STNTVGEPLKPSLSVKVASGGELSR I

VMLAI
LKSTI FSKSHQQDGVTS I IVFDEVDTG

NTDB id 376223 FP515 RS12905 WP 011231871.1 KREGS..LDAPLVDGVPVRFQEDGIDVVEFYISTNVGEPLKPLVKVASGGELSRIMLALKTIFSKHQGVTSIVFDEVDTG 478
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus ! *!** *!!!! ! !! ! !!!*! ! !!!! !!!!!*! !!!!!!!!!!*!!!*!*!!! *! !!!!*!!!!!!!

logo VSGRVAQAI
MAEKIHYKR I

V
A
S
I
S
G
QSQVLC I STHLPQVAAMADTHLLYIAKELTDKDGEGRTKTTRVVKRKPLNSEKEQEKVAKE IGRMIASGVEMVTDELTK

NTDB id 376223 FP515 RS12905 WP 011231871.1 VSGRVAQAMAEKIYRIASQSQVLCISHLPQVAAMADTHLLIAKETDGERTKTVVRKLNEEEKVKEIGRMISGVEMTELTK 558
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!!*!!!!*** !!!!!!*!!!!!!!!!!!!! !!!! !! ! !**! !!! !!!!!! !!!*!*!!!



logo RHAKELLEKLQAADKQMVKHTTG
NTDB id 376223 FP515 RS12905 WP 011231871.1 RHAKELLELAAKMKH.. 573
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus !!!!!!! ! *!***

X non conserved
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X ≥ 50% conserved


