logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1306
1366
1355
1384
1468

SGL RS13950 WP 010873519.1
DR RS10060 WP 027479822.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A4U84 RS08525 WP 010787006.1
ASU2 RS05090 WP 014991734.1

37618 TY21A RS00750 WP 000650611.1

1436
1168
1293
1401
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1306
1366
1355
1384
1468

BW25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1
DR RS10060 WP 027479822.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A4U84 RS08525 WP 010787006.1
ASU2 RS05090 WP 014991734.1

37618 TY21A RS00750 WP 000650611.1

1436
1168
1293
1401
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1306
1366
1355
1384
1468

Bw25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1
DR RS10060 WP 027479822.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A4U84 RS08525 WP 010787006.1
ASU2 RS05090 WP 014991734.1

37618 TY21A RS00750 WP 000650611.1

1436
1168
1293
1401
1251
1018
1058

consensus

Bw25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

[eNoNoNoNooNoNoNooNoNoNo o

[eNoNoNeoNoNoloNoNoNoNoNoNoNe]

[eNoloNoNoNooNoNoNoNoNoNoNe]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1306 DR RS10060 WP 027479822.1

1366 NTHI RS01950 WP 011271972.1
1355 HI 0298 AAC21962.1

1384 A4U84 RS08525 WP 010787006.1
1468 ASU2 RS05090 WP 014991734.1
37618 TY21A RS00750 WP 000650611.1
1436 BW25113 RS00530 WP 001025145.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1306
1366
1355

SGL RS13950 WP 010873519.1

DR RS10060 WP 027479822.1

NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

1384 A4U84 RS08525 WP 010787006.1
1468 ASU2 RS05090 WP 014991734.1
37618 TY21A RS00750 WP 000650611.1
1436 BW25113 RS00530 WP 001025145.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RS07725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1306
1366
1355

SGL RS13950 WP 010873519.1

DR RS10060 WP 027479822.1

NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

1384 A4U84 RS08525 WP 010787006.1
1468 ASU2 RS05090 WP 014991734.1
37618 TY21A RS00750 WP 000650611.1
1436 BW25113 RS00530 WP 001025145.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

LRADAL RL AN “WIDE | E v TN T SRR DAL |

6
LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL 320
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0

bbbl MeRGnyap orsALeaXKas ke v ke saakiimelABs  kbSey
SKKSRAVALRNYFSPFGNK VAGGHVDAEQLRQALVQVKKTGRS PEE KAVTGRELSPEL RQYKKNQLFELKV 86
REALQVQAREGKVKPLGEVEMTELGFASPDEVDSALQKQNVGGGRBEDTEVQ. . SGKLSPEMEBARS. ... ... LAAQL 391
............................................ TSYA......LLHTQRMTAQ.......NGE 20
............................................ TSYA......LLHTQRMTAK.......NGE 20
............................................ SQYT...........ICEQQ.......TER 15
............................................. MQYS...........VCDMN.......SQQ 14
................................................................................ 0
................................................................................ 0
........... MLTNLVAIBRQAELISATQEQAVVTQVSASGTSMPEABLE. .LSIFHAQEBTEQ.......LSH LP 60
........... MHSNLSTIBRQKGLLTFSQEESLIEQVKASGISMPEABLS..SGFFTSSEBAEH.......LSS LS 60
........... MLTNLSTVBRQAGILTFSQEESLLEQVKASGISMPEABLS. .SGFFQSHE@TEH.......LSS LS 60
. .MALATEEYRLQGIGQLEVLEKLLDKTKAIELHKLAAAEKISELQYMVK. .NKILSAEQWALT....... AAQN VP 68
.MSAFTTPPKFSGFIRRBVEEGYVNAQNMQQALEKAKKFKQD@VPYBID. .NFSISPLT@MAEI .. ... .. ISLEIRGEP 68
.MSALHTSPKFTGFFRREBVEEKHVSAATMQTALDAAKRAKQDTVAYBIE. .EVHLSPSLBAET. . ... .. ISAE EP 68

* * % %k

Dbt abbveDe oD E Mg

SVDPEVAPIATQQMAELIGRFFPLDTCRR KF NRILRVK TQ 166
FLDPIQNPP FALDD KLI... LPA AEK 460
..... TISP SINC AlRT. .. 84
..... TISP SINC AlRT. .. 84
..... DISP TINC IFAFM... ASD 79
..... DISE SINCEBIFAIRT. .. SSD 78
................. NSET AVVDAPSHALLDA HigA I CWTRQ 57
................. EVNMH AVVDAPSHELLDA HigA . . EITCWTRQ 57
ETDLSRYDY LEQINEEEFR)ZA . . . LABABHR 129
QPELSQYEY WQQIEDDFRIZA EL ABFR 129
CTSLNQYEY W QINEDIDFRIZA ABFR 129
MLDINCIDV KQA LKE QFH TD 137
LLDLGVFDP HVIRYRRAT SR:AR EAM RIaN HD 137
YFDLDVYDT QIIRYRNAT SRS EAI A RIAN HH 137



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1306 DR RS10060 WP 027479822.1

1366 NTHI RS01950 WP 011271972.1
1355 HI 0298 AAC21962.1

1384 A4U84 RS08525 WP 010787006.1
1468 ASU2 RS05090 WP 014991734.1
37618 TY21A RS00750 WP 000650611.1
1436 BW25113 RS00530 WP 001025145.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1306 DR RS10060 WP 027479822.1

1366 NTHI RS01950 WP 011271972.1
1355 HI 0298 AAC21962.1

1384 A4U84 RS08525 WP 010787006.1
1468 ASU2 RS05090 WP 014991734.1
37618 TY21A RS00750 WP 000650611.1
1436 BW25113 RS00530 WP 001025145.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RS07725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1306 DR RS10060 WP 027479822.1

1366 NTHI RS01950 WP 011271972.1
1355 HI 0298 AAC21962.1

1384 A4U84 RS08525 WP 010787006.1
1468 ASU2 RS05090 WP 014991734.1
37618 TY21A RS00750 WP 000650611.1
1436 BW25113 RS00530 WP 001025145.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

Bhrehbogbrfece e o soveelor, . o iR

DFNQ|H EQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDA
DMIR|H

ERYFGEKGFEKLNKELAE .................. RN..... KTQQSQIADLSVA

QAP
SA
QPKEMBQQETPHQMQAVEEQVEK . « v v v v e e e e e e e e e e e e FYQHQETHFEQENBER
QPKEMBQQATPNQMQVEEQVK . « v v e et e e e e e e e e e e FYQHQETHFEQEDBE
EMKYIMBNAMSPEQQPIYEESE . « v vttt e e e LAFVEQHE.QEQLNLNDIY
EMKYIMBNQBSPEQQSLYEETE . « o v v o v e et e ee e e e e e LNYQSPBNLDLLNQNDIY

DX I D ITIEENEO0O0

RRIMBYGRSIQGAANQGK. .E.ISQDELAN. .. ... LVKV..... SDDELQSIEDLSQ F
RRIMYGRSLSHEKSGLK. .E.INQEELAS...... LVDV..... GADEIDNIEDLSQID Y
RRIMYGRSLGQEKSGLK. .E.INQDELAG. .. ... LVDI..... GEDEIENIEDLSQD) Y
DNIBLTAKESQGLSEYVEDS.GDLEGLETI. ... .. SAD...... DEDQDIBTATSVT F
SEHFVEETHFNFDTE.. .E.LD...LDV...... EVDP. .. .. HTTDDDBEDDKLKI®] Y
GQHFAEESSFDFNDE...E.FD...LDV...... NLDG..... PTAQED EEAPQG|) Y

* * % % %k 5 % % %k %k % *

. vLskl ) TL

5.MASD H E YE%A Rv'ZRlD \1/\. HEae bkl RE erKﬁLiﬁ D XER QD Ri Kk@r” L FR¥§5

.FPKGA

.ISKIF, KLDISENRLPQDGRFQF TTFSDI
.ISKIF, I4L D IEENR L P QD GRIZIIK WS EIIBS
.LSIQ

.LSFS

.IAKET

.VSPDA

.PASH

.PPNH

.PPSH

.PPAS

.PPLQ

.PPLQ

0V ANl

LVTGPTGSGK i
BLVTGPTGSGK |j [
ILVTGPTGSGK
ILVTGPTGSGK
ILVTGPTGSGK
ILVTGPTGSGK
MYGARLTA LVTGPTGSGKTV
MQPL{§LAD LVTGPTGSGKTV
NPQEKQL IL TGPTGSGKTV
SEQNKQL IL TGPTGSGKTV
SDS[KQL IL TGPTGSGKTV
NPVMRTN ILVTGPTGSGKTV
EPERKAL L TGPTGSGKTV
EED[MKAL L TGPTGSGKTV

325
595
214
214
209
209
172
172
274
274
274
283
278
278

405
675
294
294
289
289
252
252
354
354
354
363
358
358



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1306 DR RS10060 WP 027479822.1

1366 NTHI RS01950 WP 011271972.1
1355 HI 0298 AAC21962.1

1384 A4U84 RS08525 WP 010787006.1
1468 ASU2 RS05090 WP 014991734.1
37618 TY21A RS00750 WP 000650611.1
1436 BW25113 RS00530 WP 001025145.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1306
1366
1355

SGL RS13950 WP 010873519.1

DR RS10060 WP 027479822.1

NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

1384 A4U84 RS08525 WP 010787006.1
1468 ASU2 RS05090 WP 014991734.1
37618 TY21A RS00750 WP 000650611.1
1436 BW25113 RS00530 WP 001025145.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RS07725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1306
1366
1355

SGL RS13950 WP 010873519.1

DR RS10060 WP 027479822.1

NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

1384 A4U84 RS08525 WP 010787006.1
1468 ASU2 RS05090 WP 014991734.1
37618 TY21A RS00750 WP 000650611.1
1436 BW25113 RS00530 WP 001025145.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

I e et RO LV

ETIALBGINMOSQ NP GLNEFRJARLRE\FLRODPDIIM GEIRDINE AJTIA
ETIALGINMOSQ NP GLIENARLRE FLRQODPDIIM GEIRDIME ANITA

[ SRS Q

AAQTGHLVLSTLHTNINANKYA
AAQTGHLVLSTLHTNYAIKYA

GLFLRLRQDPDI IMVGEIRD[{Y§ TAETATKAAQTGHLVLSTLHTNSENS]

INGLINE(RIQUL. RINMMLRODPD IM GEIRDEETAETIAIKAAQTGHLVLSTLHTNENNS

FLRQDPD MVGEIRDIMETAEIA KAAQTGHLVLSTLHTNEJAL
FLRQDPD MVGEIRD® TAEIAIKA QTGHLVLSTLHTNEJAL
FLRQDPD MVGEIRD® TAEIAIKA QTGHLVLSTLHTNEJAEL
FLRQDPDIIMVGEIRDIBETAETATIKAAQTGHLVLSTLHTNEJAL
FLRQDPDIIMVGEIRDIBETAETIATIKAAQTGHLV STLHTNRJAL

FLRQDPDIIMVGEIRDMETAEIAIKAAQTGH V STLHTNFAR
YN Ty N N N

¥okok L1 ok ]

Vel VMRS 55 oo oot e

EAEADAN% E !Jﬁ <)

RK CjyaC IAYHP SKEELSRF LSASGDEVVTFYKANSLSPDEIHLARQKGN QK SGS
ARG SEGEQOPTNAD . PEVLRRLEISERDI . . .. ... .... RGA. .LMRGT R@EGGT
IV T AQRL REK  Cgdsq C e T O H.Q
IV T AQR L R K L CSRa C e I OO H.Q
IV I AQRL REK L ClaC [ €. o Y.Q
........................................... Y.H
QRLSDPV........ Y.H
WLVIAQRL RQQGEPI........ Y.H
SRRV NAGARARNRINGKHOM T AVRP . SALLQSQF T.G
SRV NAARAYSNGP Y OROPQEH . TVQL . QHL T.H
SIBRVNARASHGP YIOROPQEP . NSQL . QHI T.H
TIRENVNRLAR AN ONGN Q@A VRDDFTNQGLIEL . .NLKLYKAVEHEEQ®T . S
NIRAWNAEANA RN S QOGMRP T . QVPERSLLEM .EFQIFEPV[e¢HBI®R . E
IPA.DIPKQSLLEM .DFRVFQPV{HLEGER . E

* * ok B A B R I | * kxo x|

sl bl

YE RTA ngLépép #§§$i'€ AS@hELEé“ éTQ*DE%N ?EMAFE Ve b TEE TE L [
LAYSENLUWQEE YIS LEIMESAYTFTDTGLESEMRAKR

RRTPIGAGRPAAESRDVALGES

RQD
RE]

IAELHNQG.TTDRIKDC AVEEHMI
I G

............ DY...... RA e e e
............ KFDKQ. REEMKQ e
............ FFEKS.TAYLDYDN|RRASMEQ T e e e e
RQLIASG.SAQA EAH.LQQTETGE®FENECRA IS FEIRLAMRGMPHER . . . . .. ..
RQLISANTDVESEETH . ARQA[¢MRIS®E EN[¢CL A IRRF EINE TAMRGMPHGE . . . . .. ..
AEAMMQRESIHQWERL . AKANEMQ T - 1NE ' [N[R VL),
SEABTKGASVHEBEKL . ATAN[¢MS T ISSJE [R]R V L ),
SEABRIKGEASVHEBEKL . ATAN[EMQ T 13UE  [A]R V L )4
GQLMMSGENSLDMLKL . AQSE@EML ISR T EIMINBAYTVD . . .. ... ... ..
SKIMED@NALEMAAT . AETLEFNN INSILQIMBNAYTSE . . . ... ... ...
SKIIMED NALEWAAA . SEKLEFNN ISIL QNI TSE . . . ... ... ..
* % % % * * |

485
755
374
374
369
369
332
332
434
434
434
443
438
438

564
819
412
412
405
405
390
390
495
494
494
507
503
503

643
887
464
464
461
461
461
461
562
561
561
574
570
570



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1306 DR RS10060 WP 027479822.1

1366 NTHI RS01950 WP 011271972.1
1355 HI 0298 AAC21962.1

1384 A4U84 RS08525 WP 010787006.1
1468 ASU2 RS05090 WP 014991734.1
37618 TY21A RS00750 WP 000650611.1
1436 BW25113 RS00530 WP 001025145.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1018 ACIAD RS01685 WP 004920473.1
1058 ABD1 RS01615 WP 001274986.1

consensus

KSALTCRTCAAELQQEWLDCPYCMTSRFS

AAE L <22 EW LD =¥

X non conserved
B similar
Bl >50% conserved

672
887
464
464
461
461
461
461
562
561
561
574
570
570



