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NTDB id 376129 FPZ51 RS09435 WP 005881549.1 MRKYLTILLACIIALSISACG...LLPEKIDETASWPAGKLYREAKEELNSGNYEKAVEYFEKLEARYPFGIYAQQAQMD 77
NTDB id 1102 NMB RS03635 WP 002244053.1 ...MKKILLTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLD 77
NTDB id 1106 NGFG RS01495 WP 003687645.1 ...MKKILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLD 77
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MDYMAYLYLKRGL IVNLFNDERDLQGSLFLNFKALFARSQDLWSEDRDPKAANQRDEAFYDQAFKAVELVTQRYF
NTDB id 376129 FPZ51 RS09435 WP 005881549.1 IAYAYYRQNEQAQALAAAERFIKLHPNHPNIDYMYYLKGLINFNDRLGLLNFAFRQDLSERDPKAAQDAFDAFKVLVTRY 157
NTDB id 1102 NMB RS03635 WP 002244053.1 TAYAYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRF 157
NTDB id 1106 NGFG RS01495 WP 003687645.1 TAYAYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRF 157
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NTDB id 376129 FPZ51 RS09435 WP 005881549.1 PDSVYAKDAMLRMKYLVTMLAKYEIHVAKYYYRRGAYLAAANRAQRTIKNYPESHVVEEALYIMAQSYKKLGLYDLSADA 237
NTDB id 1102 NMB RS03635 WP 002244053.1 PNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADT 237
NTDB id 1106 NGFG RS01495 WP 003687645.1 PNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADT 237
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NTDB id 376129 FPZ51 RS09435 WP 005881549.1 ERVFKQNYPDSKIPYGAADKKSDPWWQFW. 266
NTDB id 1102 NMB RS03635 WP 002244053.1 RRVLETNFPKSPFLKQPWRSDDMPWWRYWH 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 RRVLETNFPKSPFLTHAWQPDDMPWWRYWH 267
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