logo

NTDB id 376129 FPZ51 RS09435 WP 005881549.1
NTDB id 1102 NMB RS03635 WP 002244053.1
NTDB id 1106 NGFG RS01495 WP 003687645.1
consensus

logo

NTDB id 376129 FPZ51 RS09435 WP 005881549.1
NTDB id 1102 NMB RS03635 WP 002244053.1
NTDB id 1106 NGFG RS01495 WP 003687645.1
consensus

logo

NTDB id 376129 FPZ51 RS09435 WP 005881549.1
NTDB id 1102 NMB RS03635 WP 002244053.1
NTDB id 1106 NGFG RS01495 WP 003687645.1
consensus

logo

NTDB id 376129 FPZ51 RS09435 WP 005881549.1
NTDB id 1102 NMB RS03635 WP 002244053.1
NTDB id 1106 NGFG RS01495 WP 003687645.1
consensus

o0 LTV SN A oot T S VA S R ELESRE TSRl

MRKYLT)SRRACTURSRSENSYNGE . . . LMPEK I DEA S|P A GI\SRYRIVAKENRISI GINERNE Y EXKIN AR G I Y N[0y
RMMMKKILLTVSLGLALSACATQGT DKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLD
EMMMKKILLTVSLGLALSACATQGTEDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHABQSQLD

kokok DD Pokokokokok Dokok DD Dokoskokokokoskoskoskoskskoskok Dokok Dokokok DD Dok D Dok DE D Dok D Dok D hokokosk Dok D Dok Dok Dokokokok Dok Dk x|

TAVAcotond A REseL o N DV s emese s o) e b Ve

JIAYAYY [0 EQENNALAARNERF) LHP HPNPDYRRYYL GL NFN BINGALNIFNPAODIRS RDPKALNN A BAFIQUL VIR
TAYAYYKDDEKDKALAAI RFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRF
TAYAYYKDDEKDKALAATERFRRLHPQHPNMDYALYLRGLVLEFNEDQSFLNKLASQODWSDRDPKANREAYQAFAELVQRF

AR |\l ¢ | L csVourRvVFFS| AL DRAAM
NSWA&DA LR &\/T LKNEMVABWYﬁR AYLAAANRA%T KNY MVEEM E&Wl Ms

P SWUY AJSD AIUSRR MISQYL VUL  QYEIR:IVA YYNM RGAY AAANRAQ INIIQUY)IdN (UVEE LMI [X8] YKKL[e3m@l. ADJN
PNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRILAADT]
PNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYTIAAANRAJSKIIGSYQNTRYVEESLAILELAYKKLDKPNLAADT]

P Do Dok b b Do lokok D bk Dok Do Dok D bk DL D Dok DD DD Dokokoke Dok Dokokokokoe DD Dok Dok Dok DD Do Dok ) 1%

RRLETIE 0 Lt | Y

/H

ERAFKQURSHDEIK IPYGIIADKK S DI QST . 266

RRVLETNFPKSPFLIQOEWIESIDDMPWWRYWH 267

RRVLETNFPKSPFLyW:IAWNZDDMPWWRYWH 267
* %

IR AL

X non conserved
B similar
>50% conserved

157
157
157

237
237
237



