logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1

37611 HMPREF0837 RS07230 WP 000495909.1
155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1

224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1

37611 HMPREF0837 RS07230 WP 000495909.1
155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1

224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1

37611 HMPREF0837 RS07230 WP 000495909.1
155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1

224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1

37611 HMPREF0837 RS07230 WP 000495909.1
155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1

224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

L. JALEKOAYT A LR ST DR Ve WEsL

A

TR, ... B

ST EK YOOIV KKFEGPMIAPLGLNLLENFTDEMT@T T3 T[0RS
WMKEQAEAYQKGENILTYGLKEWYPQI
WMKEQAEAYQKGENILTYGLKEWYPQI
WMKEQAEAYQKGENILTYGLKEWYPQI
WMKEQAEAYQKGENILTYGLKEWYPQI

I

Q
MRDKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE
MRDKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE

BDKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE

BADKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE
BDKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE

SHAN

TKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQNM
TKVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQNM

I ! Plhobeskx DT Pl Lol

LA EORRERE TR YL L (HERLRLCELIESOL

LRSS Al L e

SRR ey N 1

s e

Q
........... RPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY
........... RPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY]|
........... RPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY|
........... RPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY
........... RPIVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY]|
Q

160
158
158
158
158
158
158

240
238
238
238
238
238
238

317
307
307
307
307
307
307



LKL E

NTDB id 598 KW2 RS08500 WP 021037660.1 ATMGKQKKEK 327

NTDB id 37611 HMPREF0837 RS07230 WP 000495909.1 317
NTDB id 155 SP RS04850 WP 000495909.1 317
NTDB id 265 KZH43 RS04315 WP 000495911.1 317
NTDB id 224 SPD RS04655 WP 000495911.1 317
NTDB id 190 SPR RS04415 WP 000495911.1 317
NTDB id 495 SM12261 RS04415 WP 000495920.1 317
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