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NTDB id 376081 FP568 RS20350 WP 191240054.1 MRRFGHRTTGLAKSRGFTLIELMIVLAIIGVLVTAGVPYLQNYLVRARVVEGLGAAASAKALVSENAMHGAPF.....NS 75
NTDB id 1188 NELON RS01755 WP 003772458.1 .........MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAK 71
NTDB id 1424 RS RS02795 WP 011000517.1 MKSM..RHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSD....LSV 74
NTDB id 1274 LPP RS09530 WP 011214168.1 ...........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAAT 69
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NTDB id 376081 FP568 RS20350 WP 191240054.1 GWQAP................SATDNVNAVTI...DSVSGNVTVAY........TQRAGDGALVLVPTSAGADGKPMALT 128
NTDB id 1188 NELON RS01755 WP 003772458.1 AFNKTAAAGGGAGGAAAAGTQHASKYVKSVKVT..EASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK......AVP 143
NTDB id 1424 RS RS02795 WP 011000517.1 GSSVF................TPTKNVANLTIAGTGTVPGQITVTY........TTAAGGGTLALVPTAAG.....TALP 125
NTDB id 1274 LPP RS09530 WP 011214168.1 GYVSP................AATPNVASIAIG....ANGVITITY........TAAAGGGTIVMTPTLQ.......... 111
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TLALPAKLYRAPPSASECKRGPAATQRGA
NTDB id 376081 FP568 RS20350 WP 191240054.1 VGKAPEGQIVWTCYAQGREGAP.........GGATLPAKLAPPECRGAATQRGA 173
NTDB id 1188 NELON RS01755 WP 003772458.1 .AATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK........ 188
NTDB id 1424 RS RS02795 WP 011000517.1 VSSAPSGPIMWTCYAQNKAQAASSVAPS...GTMSLAAKYAPAECR........ 168
NTDB id 1274 LPP RS09530 WP 011214168.1 ....ANGDVTWTCTGG..................TLLAKYRPASCRP....... 136
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