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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 376071 FP568 RS02495 WP 145862840.1 ..MASVNKVILVGNLGADPEVRYMPSGDAVANIRLATTDRYKDKQSGEFKEMTEWHRVSFFGRLAEIVNEYLKKGSSVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAES....VQFLEPKNGGGSGS...GGYNEG......NSGGGQYFGGGQNDNPFGGNQ 140
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEGYGQSQE.........AYQRPAQQ.....SRQ 138
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEGYGQSQE.........AYQRPAQQ.....SRQ 138
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFG.GNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
NTDB id 376071 FP568 RS02495 WP 145862840.1 EGRIRTRKYQAQDGTDRYSTEIVADQ....MQMLGGRSGGGEGG.GGGG..YSRGGGDEGGGGGGYSRGGGGGGGGGGGR 151
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.AQGG..MNV.....PAQQG............SWGQ 140
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NTDB id 113 BSU 40900 NP 391970.1 NNQRRNQ.....GNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 PASDAPSHPQEAPAAPRRQ.PVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PAPDAPSHPQEAPAAPRRQ.PVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQP..........AQKPAAQAEPPMDNFDDDIPF 180
NTDB id 376071 FP568 RS02495 WP 145862840.1 QQAPAKP.................SGGFDDMDDDIPF 171
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PQQPAKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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